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	Gene
	Gene ID
	ORFs ID
	BLAST

	
	
	
	CRS
	accession No.
	C%
	I%

	DFP1
	PP033018
	CL4894.Contig2
	D. farinae
	AAP57092
	100
	100.00 

	DFP2
	PP033019
	Unigene1793
	D. farinae
	AAP57093
	100
	100.00

	DFP2-2
	PP178473
	Unigene613
	S. scabiei
	KPM02682
	47
	57.27

	DFP2-7
	PP178474
	Unigene8956
	S. scabiei
	KPM03802
	75
	70.83

	DFP2-9
	PP061265
	Unigene1678
CL3548.Contig3
	S. scabiei
	KPM03930
	44
	64.29

	DFP2-12
	PP061253
	CL4489.Contig1
CL5335.Contig1
Unigene9423
	S. scabiei
	KPM04633
	63
	79.09 

	DFP2-13
	PP061254
	CL1011.Contig2
	S. scabiei
	KPM04634
	59
	68.64

	DFP2-14
	PP061255
	CL1519.Contig1
	S. scabiei
	KPM04635
	73
	53.27

	DFP2-17
	PP061256
	CL1776.Contig1
CL1776.Contig2
CL1776.Contig3
	S. scabiei
	KPM05047
	99
	75.99

	DFP2-19
	PP178475
	Unigene4969
	S. scabiei
	KPM05272
	78
	94.59

	DFP2-21
	PP061257
	Unigene437
	S. scabiei
	KPM06639
	80
	75.00

	DFP2-22
	PP061258
	Unigene6570
	S. scabiei
	KPM06660
	89
	41.23

	DFP2-24
	PP061259
	Unigene12928
	S. scabiei
	KPM06750
	86
	69.09

	DFP2-25
	PP061260
	CL1437.Contig3
CL1437.Contig4
	S. scabiei
	KPM06931
	94
	77.91

	DFP2-26
	PP061261
	CL1604.Contig1
CL1604.Contig2
CL1604.Contig3
	S. scabiei
	KPM07526
	42
	87.27

	DFP2-27
	PP178476
	Unigene4421
	S. scabiei
	KPM08121
	57
	79.82

	DFP2-29
	PP061262
	CL3005.Contig1
CL3005.Contig2
	S. scabiei
	KPM08988
	81
	43.58

	DFP2-31
	PP061266
	Unigene582
	S. scabiei
	KPM09125
	60
	84.38

	DFP2-36
	PP061264
	Unigene5630
CL2111.Contig3
	S. scabiei
	KPM10560
	41
	66.47

	DFP2-38
	PP061267
	Unigene8969
	S. scabiei
	KPM10976
	70
	85.00


CRS: closely related species; C%: coverage rate %; I%: identity %; D. farinae: Dermatophagoides farinae; S. scabiei: Sarcoptes scabiei.

