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自動的に生成された説明]
Supplementary Figure 4 Relationship between overlap ratio with PASA assembly and the number of genes.
[bookmark: _GoBack]A substantial fraction of predicted genes has little overlap ratio with PASA assembly transcripts. By selecting genes of ≥5% overlap with PASA assembly, we remove putative false-positive genes while retaining genes with expression evidence.
image1.png
90,000~

60,000 -

Number of genes

30,000~

0.00 0.25 0.50 0.75 1.00
Overlap ratio with PASA assembly




