[bookmark: _Hlk165465986]Additional file 4. Description of differentially abundant proteins between HIGH and LOW thermotolerant groups (P < 0.05).
	Uniprot ID
	Protein name
	Gene symbol or Ensembl ID
	Protein length (aa)
	LogFC

	F1N084
	Chondroitin sulfate proteoglycan family member 4B
	CSPG4B
	2,339
	-8.039

	E1BMN7
	Ankyrin repeat and BTB domain containing 2
	ABTB2
	1,191
	-6.771

	F1MQM7
	Dual specificity protein phosphatase 
	DUSP5
	457
	-6.079

	A0A3Q1M7M0
	Nck-associated protein 1
	NCKAP1
	1,068
	-5.300

	Q09TE3
	Insulin-like growth factor binding protein acid labile subunit
	IGFALS
	611
	-5.162

	E1B9N7
	ATP-dependent RNA helicase DHX29 
	DHX29
	1,366
	-4.967

	Q7YQE1
	Beta-1,3-galactosyl-O-glycosyl-glycoprotein beta-1,6-N-acetylglucosaminyltransferase 3 
	GCNT3
	440
	-4.529

	Q28021
	Rho-associated protein kinase 2 
	ROCK2
	1,388
	-4.505

	E1BH40
	RCR-type E3 ubiquitin transferase 
	MYCBP2
	4,553
	-4.226

	G3N0V0
	Ig-like domain-containing protein
	ENSBTAG00000048135
	326
	-3.952

	E1B8D2
	MutS homolog 5
	MSH5
	832
	-3.477

	E1B7C1
	Lymphocyte activating 3
	LAG3
	516
	-3.432

	E1BI79
	APC regulator of WNT signaling pathway 2
	APC2
	2,317
	-3.429

	A2I7N1
	Serpin A3-5
	SERPINA3-5
	411
	-3.149

	Q2TBH0
	Ciliary microtubule associated protein 1A
	CIMAP1A
	254
	-3.037

	Q3ZBX6
	Large ribosomal subunit protein uL3m
	MRPL3
	348
	-2.825

	Q3T0D7
	GTP-binding protein SAR1a
	SAR1A
	198
	-2.752

	A0A3Q1LMV9
	Epiplakin 1
	EPPK1
	3,449
	-2.594

	A0A3Q1LRW4
	Ig-like domain-containing protein
	ENSBTAG00000047700
	442
	-2.575

	G3MYX8
	Tyrosine-protein kinase receptor 
	ROS1
	2,123
	-2.543

	Q7YS82
	Myoblast determination protein 1
	MYOD1
	318
	-2.451

	Q1RMN9
	C4b-binding protein alpha-like
	LOC510860
	196
	-2.449

	Q2M2U4
	Ribonuclease H2 subunit C 
	RNASEH2C
	165
	-2.300

	A0A3Q1LMS2
	Spermatosis associated 5
	AFG2A
	819
	-2.288

	E1BGE6
	F-box and WD repeat domain containing 8
	FBXW8
	599
	-2.207

	O62830
	Protein phosphatase 1B 
	PPM1B
	484
	-2.146

	F1MY99
	Olfactory receptor
	OR7E188
	326
	-2.142

	E1BP05
	Usherin
	USH2A
	5,204
	-2.123

	A5PJC7
	IGF-like family receptor 1
	IGFLR1
	357
	-2.118

	F1MCQ4
	Gasdermin B
	GSDMB
	443
	-2.061

	A2I7N3
	Serpin A3-7
	SERPINA3-7
	417
	-2.054

	F1MRU4
	Dynein axonemal heavy chain 3
	DNAH3
	3,131
	-2.045

	O46470
	Regulator of G-protein signaling 7
	RGS7
	469
	-2.003

	P81187
	Complement factor B 
	CFB
	761
	-1.993

	G3N0V2
	Keratin, type II cytoskeletal 1
	KRT1
	606
	-1.929

	P81265
	Polymeric immunoglobulin receptor
	PIGR
	757
	-1.897

	A0A3Q1MA31
	Inter-alpha-trypsin inhibitor heavy chain 4
	ITIH4
	899
	-1.831

	A0A3Q1LVJ6
	Strawberry notch homolog 1
	SBNO1
	1,358
	-1.812

	P07224
	Vitamin K-dependent protein S
	PROS1
	675
	-1.807

	Q28085
	Complement factor H 
	CFH
	1,236
	-1.747

	F1MT60
	Nebulin
	NEB
	6,888
	-1.744

	A0A3Q1MG04
	Fibrinogen beta chain
	FGB
	504
	-1.728

	E1BK28
	Dynein axonemal assembly factor 9
	DNAAF9
	1,177
	-1.653

	P58126
	Potassium voltage-gated channel subfamily KQT member 3  
	KCNQ3
	866
	-1.609

	P35445
	Cartilage oligomeric matrix protein
	COMP
	756
	-1.607

	P02672
	Fibrinogen alpha chain
	FGA
	615
	-1.584

	E1BGJ0
	LDL receptor related protein 1
	LRP1
	4,545
	-1.563

	A0A3Q1LLT0
	Ig-like domain-containing protein
	ENSBTAG00000048423
	220
	-1.536

	A4FUW8
	Thioredoxin domain-containing protein 11
	TXNDC11
	957
	-1.481

	A0A3Q1LK49
	Inter-alpha-trypsin inhibitor heavy chain 2
	ITIH2
	864
	-1.415

	A0A3Q1MU51
	Ig-like domain-containing protein
	ENSBTAG00000053421
	137
	-1.307

	P23805
	Conglutinin
	CGN1
	371
	-1.289

	A2I7M9
	Serpin A3-2
	SERPINA3-2
	411
	-1.263

	A8PU71
	Succinate dehydrogenase assembly factor 1, mitochondrial 
	SDHAF1
	118
	-1.240

	E1BDH4
	Kinesin-like protein
	KIF18A
	893
	-1.180

	E1B8R5
	Poly [ADP-ribose] polymerase 
	TNKS
	1,327
	-1.174

	Q1JQC5
	Regulator of microtubule dynamics protein 3 
	RMDN3
	471
	-1.173

	P01966
	Hemoglobin subunit alpha
	HBA
	142
	-1.107

	A0A452DJA9
	Endopin 1b
	SERPINA3-3
	400
	-1.095

	A6QLA0
	Transcriptional repressor NF-X1
	NFX1
	1,116
	-1.079

	E1BAW0
	Transmembrane 6 superfamily member 2
	TM6SF2
	376
	-1.068

	Q3ZBS7
	Vitronectin
	VTN
	476
	-1.064

	A0A140T897
	Albumin
	ALB
	607
	-1.062

	F1MFT1
	R3H domain and coiled-coil containing 1
	R3HCC1
	459
	-1.039

	A0A3Q1MDV0
	ATP binding cassette subfamily B member 5
	ABCB5
	1,242
	-0.991

	A0A3Q1LFA6
	Ig-like domain-containing protein
	ENSBTAG00000050373
	128
	-0.970

	A0A3Q1MBR6
	Uncharacterized protein
	ENSBTAG00000053696
	264
	-0.962

	Q2KIV9
	Complement C1q subcomponent subunit B
	C1QB
	247
	-0.942

	A0A3Q1MR79
	Ig-like domain-containing protein
	ENSBTAG00000053220
	191
	-0.936

	Q08E34
	Translocase of outer mitochondrial membrane 70
	TOMM70
	609
	-0.910

	F1N1M2
	GATA binding protein 6
	GATA6
	593
	-0.887

	Q1JQC1
	Major facilitator superfamily domain-containing protein 1
	MFSD1
	468
	-0.832

	F1N740
	Fraser extracellular matrix complex subunit 1
	FRAS1
	3,979
	-0.831

	F1MZ31
	Tigger transposable element derived 3
	TIGD3
	471
	-0.815

	Q2KIU3
	Protein HP-25 homolog 2
	ENSBTAG00000018556
	215
	-0.815

	F1MS02
	Coiled-coil domain containing 14
	CCDC14
	941
	-0.813

	P21214
	Transforming growth factor beta-2 proprotein 
	TGFB2
	414
	-0.813

	E1BB49
	Homeodomain interacting protein kinase 4
	HIPK4
	865
	-0.751

	P02070
	Hemoglobin subunit beta 
	HBB
	145
	-0.745

	G3N342
	Ig-like domain-containing protein
	ENSBTAG00000047632
	491
	-0.734

	Q2KIX7
	Protein HP-25 homolog 1
	ENSBTAG00000030683
	212
	-0.716

	E1BG04
	Otoconin 90
	OC90
	489
	-0.713

	P18902
	Retinol-binding protein 4 
	RBP4
	183
	-0.681

	P17697
	Clusterin
	CLU
	439
	-0.677

	A0A3Q1M3A8
	Ig-like domain-containing protein
	ENSBTAG00000054090
	186
	-0.669

	A6QNW7
	CD5 molecule like 
	CD5L
	451
	-0.600

	Q2UVX4
	Complement C3 
	C3
	1,661
	-0.594

	Q3MHN2
	Complement component C9
	C9
	548
	0.585

	D7GLD0
	Mitofusin 2
	MFN2
	757
	0.586

	P12799
	Fibrinogen gamma-B chain 
	FGG
	444
	0.589

	A6QLN7
	Flavin-containing monooxygenase 5
	FMO5
	533
	0.643

	F1MNV5
	Kininogen 1
	KNG1
	436
	0.662

	E1BNA9
	Zinc finger ZZ-type and EF-hand domain containing 1
	ZZEF1
	2,962
	0.671

	P19035
	Apolipoprotein C-III 
	APOC3
	96
	0.683

	F1N163
	Ephrin A3
	EFNA3
	238
	0.693

	F1N678
	Aldo-keto reductase family 1 member B10
	AKR1B10
	310
	0.701

	P34955
	Alpha-1-antiproteinase
	SERPINA1
	416
	0.715

	G5E6L5
	Centrosomal protein 290
	ENSBTAG00000051348
	807
	0.741

	P01044
	Kininogen-1
	KNG1
	621
	0.765

	A0A3Q1M032
	Ig-like domain-containing protein
	ENSBTAG00000001219
	369
	0.802

	P31081
	60 kDa heat shock protein, mitochondrial 
	HSPD1
	573
	0.813

	F1MVQ7
	Stimulated by retinoic acid gene 6 protein-like
	LOC507550
	618
	0.815

	G5E513
	Ig-like domain-containing protein
	ENSBTAG00000001219
	439
	0.825

	A0A3Q1MFI7
	Ig-like domain-containing protein
	LOC104968484
	223
	0.858

	A0A3Q1LI44
	Ig-like domain-containing protein
	ENSBTAG00000054947
	143
	0.861

	A6QPQ2
	Serpin A3-8
	SERPINA3-8
	418
	0.931

	A0A3Q1ML26
	Ig-like domain-containing protein
	ENSBTAG00000054702
	219
	0.965

	A5PK06
	Ciliosis associated kinase 1
	CILK1
	628
	0.995

	A0A3Q1LIW2
	Tenascin C
	TNC
	2,019
	1.042

	G3MXG6
	Ig-like domain-containing protein
	ENSBTAG00000046076
	140
	1.047

	Q28065
	C4b-binding protein alpha chain
	C4BPA
	610
	1.055

	A0A3Q1MRL6
	Uncharacterized protein
	ENSBTAG00000048931
	160
	1.096

	P02676
	Fibrinogen beta chain 
	FGB
	468
	1.097

	F1MK99
	Unc-13 homolog A
	UNC13A
	1,701
	1.121

	Q08DS5
	60S ribosomal export protein NMD3
	NMD3
	503
	1.173

	P42916
	Collectin-43
	CL43
	321
	1.249

	E1BBD8
	Oxysterol-binding protein
	OSBPL7
	845
	1.249

	Q3MHN7
	Endonuclease 8-like 3
	NEIL3
	606
	1.342

	A0A3Q1LQW4
	DNA topoisomerase II binding protein 1
	TOPBP1
	1,434
	1.362

	F1MMK1
	Laminin subunit beta 3
	LAMB3
	1,172
	1.368

	Q2TBX1
	Cytokine induced protein 29 kDa
	CIP29
	210
	1.375

	F1N5M2
	Vitamin D-binding protein
	GC
	474
	1.453

	G3MX06
	Ig-like domain-containing protein
	ENSBTAG00000045514
	124
	1.487

	Q0VCW1
	Speckle-type POZ protein
	SPOP
	374
	1.498

	A0A3Q1LUU5
	LDL receptor related protein 12
	LRP12
	840
	1.511

	G5E5V1
	Ig-like domain-containing protein
	ENSBTAG00000047529
	136
	1.589

	Q58D62
	Fetuin-B
	FETUB
	387
	1.696

	E1BCZ3
	Erythroid differentiation regulatory factor 1
	EDRF1
	1,237
	1.731

	Q32L97
	Vesicle-associated membrane protein 4
	VAMP4
	141
	1.763

	Q0VCM5
	Inter-alpha-trypsin inhibitor heavy chain H1
	ITIH1
	906
	1.853

	Q32PA4
	14 kDa phosphohistidine phosphatase 
	PHPT1
	125
	1.930

	E1BLR9
	Carboxypeptidase D
	CPD
	1,377
	1.937

	A0A3Q1N2B9
	Ig-like domain-containing protein
	ENSBTAG00000052233
	143
	2.017

	Q2TBQ1
	Coagulation factor XIII B chain
	F13B
	661
	2.034

	A0A3Q1M8A2
	Phosphatidylinositol-3,4,5-trisphosphate dependent Rac exchange factor 2
	PREX2
	1,553
	2.145

	Q95LA9
	Toll-like receptor 2
	TLR2
	784
	2.174

	A0A3Q1LYA4
	Collagen type XXVIII alpha 1 chain
	COL28A1
	1,034
	2.361

	A7Z077
	LOC510651 protein 
	RESF1
	1,661
	2.370

	O02811
	Phosphatidylinositol 4-kinase alpha 
	PI4KA
	2,102
	2.387

	A0A3Q1LLB9
	Papilin, proteoglycan like sulfated glycoprotein
	PAPLN
	1,186
	2.453

	P15497
	Apolipoprotein A-I
	APOA1
	265
	2.581

	G3MXG8
	Zinc finger translocation associated
	ZFTA
	490
	2.626

	G5E5L9
	IQ motif and Sec7 domain ArfGEF 3
	IQSEC3
	1,183
	2.649

	F1MNA1
	Tudor domain containing 9
	TDRD9
	1,352
	2.679

	A0A3Q1N6T9
	Fibrillin 3
	FBN3
	2,752
	2.684

	F1MF26
	SH3 and PX domains 2A
	SH3PXD2A
	936
	2.744

	G3N022
	Striated muscle enriched protein kinase
	SPEG
	3,280
	2.831

	F1MN60
	Calcium-transporting ATPase 
	ATP2B2
	1,199
	2.838

	F1N0W4
	Double C2-like domain-containing protein
	DOC2B
	412
	2.932

	E1BPR4
	SEC24 homolog B, COPII coat complex component
	SEC24B
	1,459
	2.989

	A0A3S5ZP65
	RNA methyltransferase
	MEPCE
	687
	2.992

	Q5XQN5
	Keratin, type II cytoskeletal 5
	KRT5
	601
	3.043

	E1BLT3
	Spectrin beta, non-erythrocytic 4
	SPTBN4
	2,615
	3.045

	A4FV18
	GEM interacting protein
	GMIP
	965
	3.107

	F1N5R7
	Dynein axonemal heavy chain 7
	DNAH7
	4,024
	3.311

	C0HLN2
	Collagen alpha-2(IX) chain
	COL9A2
	688
	3.528

	A0A3Q1LPC5
	Kinesin family member 16B
	KIF16B
	1,309
	3.741

	G3MYZ3
	Afamin
	AFM
	604
	3.812

	A0A3Q1MA45
	SRCR domain-containing protein
	ENSBTAG00000050618
	433
	3.845

	F1N405
	Reticulon
	RTN4
	1,230
	3.967

	A5D7H3
	Choline transporter-like protein 2
	SLC44A2
	706
	4.009

	Q28146
	Neurexin-1
	NRXN1
	1,530
	4.143

	Q9N1F0
	Inositol 1,4,5-triphosphate receptor associated 1
	IRAG1
	911
	4.330

	G3MZB1
	Dentin sialophosphoprotein
	DSPP
	1,190
	5.239

	E1BIQ3
	Syntaxin 16
	STX16
	322
	6.773

	G7H7V7
	Protein TOPAZ1
	TOPAZ1
	1,653
	7.646

	E1BPP1
	TTK protein kinase
	TTK
	916
	9.670

	P11024
	NAD(P) transhydrogenase, mitochondrial 
	NNT
	1,086
	11.328










