
Supplementary Figure 2a. Variant Effect Predictor annotation statistics of all variants from all variant callers, across all 
samples and all eight target regions. The table shows numeric statistics. The statistics for functional sequence 
consequences and coding consequences are depicted as percentage breakdown of the total variants in the two pie 
charts respectively. 2b-i. Variant effect predictor annotation statistics for all variants from all variant callers and 
samples by target region from target region 1 to target region 8, respectively. Of note, there are no coding 
consequences reported for target regions 2 (2c), 6 (2g), 7 (2h) and 8 (2i). 
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2b. Target region 1 variant summary

2c. Target region 2 variant summary



2d. Target region 3 variant summary

2e. Target region 4 variant summary



2f. Target region 5 variant summary

2g. Target region 6 variant summary



2h. Target region 7 variant summary

2i. Target region 8 variant summary
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