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	M. anatis
	M. columborale
	M. gallinaceum
	M. imitans

	
	                                                                             
	1340
	NCTC10156
	NCTC10179
	B2096 8B
	NCTC10183
	ATCC 51306

	Metabolic pathway
	Gene 
	Encoded enzyme
	
	
	
	
	
	

	ADI
	arcA
	Arginine deiminase*
	-
	-
	-
	-
	-
	P690_RS0101705
P690_RS0101925

	
	arcB
	Ornithine carbamoyltransferase
	-
	-
	-
	-
	-
	-

	
	arcC
	Carbamate kinase
	-
	-
	-
	-
	-
	-

	EMP
	pgi
	Glucose-6-phosphate isomerase
	GIG_RS03680
	DP067_RS01235
	EXC45_RS03655
	-
	EXC51_RS01020
	P690_RS0102260

	
	pfk
	6-phosphofructokinase
	GIG_RS03975
	DP067_RS01915
	EXC45_RS00125
	VO56_00795
	EXC51_RS03775
	P690_RS0101375

	
	fba
	Fructose biphosphate aldolase
	GIG_RS02980
	DP067_RS03285
	EXC45_RS00965
	VO56_01150
	EXC51_RS03415
	P690_RS0102650

	
	tpiA
	Triose-phosphate isomerase
	GIG_RS01125
	DP067_RS03910
	EXC45_RS02825
	VO56_02410
	EXC51_RS02790
	P690_RS0100230

	
	gap
	Glyceraldehyde 3-phosphate dehydrogenase
	GIG_RS03090
	DP067_RS00400
	EXC45_RS00385
	VO56_00935
	EXC51_RS03630
	P690_RS0101345

	
	pgk
	3-phosphoglycerate kinase
	GIG_RS02490
	DP067_RS00645
	EXC45_RS01105
	VO56_00800
	EXC51_RS03770
	P690_RS0101350

	
	pgm
	Phosphoglycerate mutase
	GIG_RS01340
	DP067_RS02645
	EXC45_RS02785
	VO56_01335
	EXC51_RS03245
	P690_RS0100235

	
	eno
	Enolase
	GIG_RS01390
	DP067_RS02590
	EXC45_RS01515
	VO56_01560
	EXC51_RS01900
	P690_RS0101505

	
	pyk
	Pyruvate kinase
	GIG_RS03290
	DP067_RS03715
	EXC45_RS02930
	VO56_02020
	EXC51_RS01315
	P690_RS0101370

	 PDH 
	pdhA
	Pyruvate dehydrogenase E1 α subunit
	GIG_RS00990
	DP067_RS04045
	EXC45_RS00420
	VO56_01045
	EXC51_RS04340

	P690_RS0101400

	
	pdhB
	Pyruvate dehydrogenase E1 β subunit
	GIG_RS00985
	DP067_RS04050
	EXC45_RS00425
	VO56_01040
	EXC51_RS03530
	P690_RS0101395

	
	pdhC
	Dihydrolipoamide acetyltransferase E2
	GIG_RS00980
	DP067_RS04055
	EXC45_RS00430
	VO56_01035
	EXC51_RS03535
	P690_RS0101390

	
	pdhD
	Dihydrolipoamide dehydrogenase E3
	GIG_RS00250
	DP067_RS04060
	EXC45_RS00435
	VO56_01030
	EXC51_RS03540
	P690_RS0101385

	PPP
	g6pd
	Glucose-6-phosphate dehydrogenase
	-
	-
	-
	-
	-
	-

	
	pgls
	6-phosphogluconolactonase 
	-
	-
	-
	-
	-
	-

	
	pgd
	6-phosphogluconate dehydrogenase
	-
	-
	-
	-
	-
	-

	
	ripB
	Ribose-5-phosphate isomerase
	GIG_RS02465
	DP067_RS00670
	EXC45_RS03235
	-
	EXC51_RS00315
	P690_RS0103530

	
	rpe
	Ribulose 5-phosphate 3-epimerase
	GIG_RS03380
	DP067_RS03800
	EXC45_RS01680
	VO56_00535
	EXC51_RS00895
	P690_RS0102265

	
	tkt
	Transketolase 
	GIG_RS03075
	DP067_RS03075
	-
	VO56_01340
	EXC51_RS03240
	P690_RS0103080

	
	Taldo1
	Transaldolase 
	-
	-
	-
	-
	-
	-
















































ADI, arginine dihydrolase ; EMP, embden-meyerhof-parnas ; PDH, pyruvate dehydrogenase ; PPP, Pentose phosphate pathway. 
* Arginine deiminase was detected twice in M. imitans. BLASTP of the two copies showed 26% identidy, with detection of conserved domains relative to arginine deiminase activity (ArcA,  COG2235 and ADI, pfam02273).
