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	M. synoviae
	M. gallisepticum

	                                                              
	53
	WVU 1853T
	MS-H(chicken)
	MS-H(vaccine)
	Rlow
	RHigh
	F
	S6

	Metabolic pathway
	Gene 
	Encoded enzyme
	
	
	
	
	
	
	
	

	ADI
	arcA
	Arginine deiminase
	-
	-
	-
	-
	MGA_RS01935
MGA_RS02575
	MGAH_RS01920
MGAH_RS02560
	MGF_RS01960
MGF_RS04415
	GCW_RS01890
GCW_RS02580

	
	arcB
	Ornithine carbamoyltransferase
	-
	-
	-
	-
	-
	-
	-
	-

	
	arcC
	Carbamate kinase
	-
	-
	-
	-
	-
	-
	-
	-

	EMP
	pgi
	Glucose-6-phosphate isomerase
	MS53_RS02490
	VY93_RS02635
	MSH_RS02460
	mshv_RS01105
	MGA_RS03555
	MGAH_RS03540
	MGF_RS03475
	GCW_RS03570

	
	pfk
	6-phosphofructokinase
	MS53_RS01495
	VY93_RS01620
	MSH_RS01615
	mshv_RS00260
	MGA_RS02740
	MGAH_RS02725
	MGF_RS01795
	GCW_RS02735

	
	fba
	Fructose biphosphate aldolase
	MS53_RS01790
	VY93_RS01925
	MSH_RS01785
	mshv_RS00430
	MGA_RS03680
	MGAH_RS03665
	MGF_RS03595
	GCW_RS03695

	
	tpiA
	Triose-phosphate isomerase
	MS53_RS02505
	VY93_RS02650
	MSH_RS02475
	mshv_RS01120
	MGA_RS03275
	MGAH_RS03260
	MGF_RS01170
	GCW_RS03275

	
	gap
	Glyceraldehyde 3-phosphate dehydrogenase
	MS53_RS01085
	VY93_RS01150
	MSH_RS01150
	mshv_RS00010
	MGA_RS01840
	MGAH_RS01825
	MGF_RS02660
	GCW_RS01795

	
	pgk
	3-phosphoglycerate kinase
	MS53_RS00630
	VY93_RS00620
	MSH_RS00635
	mshv_RS02910
	MGA_RS01845
	MGAH_RS01830
	MGF_RS02655
	GCW_RS01800

	
	pgm
	Phosphoglycerate mutase
	MS53_RS03430
	VY93_RS03570
	MSH_RS03410
	mshv_RS02050
	MGA_RS03270
	MGAH_RS03255
	MGF_RS01175
	GCW_RS03270

	
	eno
	Enolase
	MS53_RS00070
	VY93_RS00070
	MSH_RS00070
	mshv_RS02345
	MGA_RS02870
	MGAH_RS02855
	MGF_RS01665
	GCW_RS02865

	
	pyk
	Pyruvate kinase
	MS53_RS03390
	VY93_RS03530
	MSH_RS03355
	mshv_RS01995
	MGA_RS02735
	MGAH_RS02720
	MGF_RS01800
	GCW_RS02730

	PDH
	pdhA
	Pyruvate dehydrogenase E1 α subunit
	MS53_RS01380
	VY93_RS01480
	MSH_RS01375
	mshv_RS00020
	MGA_RS02765
	MGAH_RS02750
	MGF_RS01770
	GCW_RS02760

	
	pdhB
	Pyruvate dehydrogenase E1 β subunit
	MS53_RS01385
	VY93_RS01485
	MSH_RS01380
	mshv_RS00025
	MGA_RS02760
	MGAH_RS02745
	MGF_RS01775
	GCW_RS02755

	
	pdhC
	Dihydrolipoamide acetyltransferase E2
	MS53_RS01390
	VY93_RS01490
	MSH_RS01385
	mshv_RS00030
	MGA_RS02755
	MGAH_RS02740
	MGF_RS01780
	GCW_RS02750

	
	pdhD
	Dihydrolipoamide dehydrogenase E3
	MS53_RS01395
	VY93_RS01495
	MSH_RS01390
	mshv_RS00035
	MGA_RS02750
	MGAH_RS02735
	MGF_RS01785
	GCW_RS02745

	PPP
	g6pd
	Glucose-6-phosphate dehydrogenase
	-
	-
	-
	-
	-
	-
	-
	-

	
	pgls
	6-phosphogluconolactonase 
	-
	-
	-
	-
	-
	-
	-
	-

	
	pgd
	6-phosphogluconate dehydrogenase
	-
	-
	-
	-
	-
	-
	-
	-

	
	ripB
	Ribose-5-phosphate isomerase
	MS53_RS01985
	VY93_RS02120
	MSH_RS01985
	mshv_RS00630
	MGA_RS00765
	MGAH_RS00760
	MGF_RS00755
	GCW_RS00830

	
	rpe
	Ribulose 5-phosphate 3-epimerase
	MS53_RS00655
	VY93_RS00645
	MSH_RS00660
	mshv_RS02935
	MGA_RS03550
	MGAH_RS03535
	MGF_RS03470
	GCW_RS03565

	
	tkt
	Transketolase 
	MS53_RS00980
	VY93_RS01045
	MSH_RS01045
	mshv_RS03305
	MGA_RS00150
	MGAH_RS00150
	MGF_RS00150
	GCW_RS00165

	
	Taldo1
	Transaldolase 
	-
	-
	-
	-
	-
	-
	-
	-



ADI, arginine dihydrolase ; EMP, embden-meyerhof-parnas ; PDH, pyruvate dehydrogenase ; PPP, Pentose phosphate pathway.
