	
	M. gallisepticum

	                                              
	K6356
	K6372
	K5322C
	K6112B
	K2966
	K6222B
	K6216D
	K6208B

	Metabolic pathway
	Gene 
	Encoded enzyme
	
	
	
	
	
	
	
	

	ADI
	arcA
	Arginine deiminase*
	BAY36_RS00125
BAY36_RS01580
	BAY37_RS01755BAY37_RS00535
	BAX51_RS01065BAX51_RS00635
	BAX53_RS02400BAX53_RS02240
	BAX52_RS01215
BAX52_RS01475
	BBG00_RS03970BBG00_RS02965
	BBF99_RS00510BBF99_RS03565
	BAU13_RS02985BAU13_RS00440

	
	arcB
	Ornithine carbamoyltransferase
	-
	-
	-
	-
	-
	-
	-
	-

	
	arcC
	Carbamate kinase
	-
	-
	-
	-
	-
	-
	-
	-

	 EMP
	pgi
	Glucose-6-phosphate isomerase
	BAY36_RS03565
	BAY37_RS03825
	BAX51_RS00025
	BAX53_RS03365
	BAX52_RS03030
	BBG00_RS02335
	BBF99_RS03920
	BAU13_RS02260

	
	pfk
	6-phosphofructokinase
	BAY36_RS00275
	BAY37_RS01915
	BAX51_RS01400
	BAX53_RS02840
	BAX52_RS03495
	BBG00_RS02160
	BBF99_RS03760
	BAU13_RS03250

	
	fba
	Fructose biphosphate aldolase
	BAY36_RS03685
	BAY37_RS03950
	BAX51_RS00145
	BAX53_RS00460
	BAX52_RS03150
	BBG00_RS02455
	BBF99_RS02175
	BAU13_RS00460

	
	tpiA
	Triose-phosphate isomerase
	BAY36_RS00800
	BAY37_RS03730
	BAX51_RS01935
	BAX53_RS03930
	BAX52_RS04035
	BBG00_RS01065
	BBF99_RS00085
	BAU13_RS03895

	
	gap
	Glyceraldehyde 3-phosphate dehydrogenase
	BAY36_RS01485
	BAY37_RS02935
	BAX51_RS00540
	BAX53_RS02145
	BAX52_RS01380
	BBG00_RS03060
	BBF99_RS03470
	BAU13_RS00345

	
	pgk
	3-phosphoglycerate kinase
	BAY36_RS01490
	BAY37_RS02940
	BAX51_RS00545
	BAX53_RS02150
	BAX52_RS01385
	BBG00_RS03055
	BBF99_RS03475
	BAU13_RS00350

	
	pgm
	Phosphoglycerate mutase
	BAY36_RS00795
	BAY37_RS03725
	BAX51_RS01930
	BAX53_RS03925
	BAX52_RS04030
	BBG00_RS01060
	BBF99_RS00080
	BAU13_RS03890

	
	eno
	Enolase 
	BAY36_RS00405
	BAY37_RS02045
	BAX51_RS01535
	BAX53_RS00410
	BAX52_RS03625
	BBG00_RS02290
	BBF99_RS00665
	BAU13_RS03380

	
	pyk
	Pyruvate kinase
	BAY36_RS00270
	BAY37_RS01910
	BAX51_RS01395
	BAX53_RS02835
	BAX52_RS03490
	BBG00_RS02155
	BBF99_RS03755
	BAU13_RS03245

	PDH
	pdhA
	Pyruvate dehydrogenase E1 α subunit
	BAY36_RS00300
	BAY37_RS01940
	BAX51_RS01430
	BAX53_RS02865
	BAX52_RS03520
	BBG00_RS02185
	BBF99_RS03785
	BAU13_RS03275

	
	pdhB
	Pyruvate dehydrogenase E1 β subunit
	BAY36_RS00295
	BAY37_RS01935
	BAX51_RS01420
	BAX53_RS02860
	BAX52_RS03515
	BBG00_RS02180
	BBF99_RS03780
	BAU13_RS03270

	
	pdhC
	Dihydrolipoamide acetyltransferase E2
	BAY36_RS00290
	BAY37_RS01930
	BAX51_RS01415
	BAX53_RS02855
	BAX52_RS03510
	BBG00_RS02175
	BBF99_RS03775
	BAU13_RS03265

	
	pdhD
	Dihydrolipoamide dehydrogenase E3
	BAY36_RS00285
	BAY37_RS01925
	BAX51_RS01410
	BAX53_RS02850
	BAX52_RS03505
	BBG00_RS02170
	BBF99_RS03770
	BAU13_RS03260

	PPP

	g6pd
	Glucose-6-phosphate dehydrogenase
	-
	-
	-
	-
	-
	-
	-
	-

	
	pgls
	6-phosphogluconolactonase 
	-
	-
	-
	-
	-
	-
	-
	-

	
	pgd
	6-phosphogluconate dehydrogenase
	-
	-
	-
	-
	-
	-
	-
	-

	
	ripB
	Ribose-5-phosphate isomerase
	BAY36_RS03030
	BAY37_RS01305
	BAX51_RS02420
	BAX53_RS01410
	BAX52_RS00770
	BBG00_RS00505
	BBF99_RS02965
	BAU13_RS01875

	
	rpe
	Ribulose 5-phosphate 3-epimerase
	BAY36_RS03560
	BAY37_RS03820
	BAX51_RS00020
	BAX53_RS03360
	BAX52_RS03025
	BBG00_RS02330
	BBF99_RS03915
	BAU13_RS02255

	
	tkt
	Transketolase 
	BAY36_RS02555
	BAY37_RS03565
	BAX51_RS02090
	BAX53_RS00900
	BAX52_RS01865
	BAX52_RS01865
	BBF99_RS02515
	BAU13_RS02010

	
	Taldo1
	Transaldolase 
	-
	-
	-
	-
	-
	-
	-
	-
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ADI, arginine dihydrolase ; EMP, embden-meyerhof-parnas ; PDH, pyruvate dehydrogenase ; PPP, Pentose phosphate pathway.
* Screening and BLAST analysis of arginine deiminase encoded by arcA gene have shown the existence of one intact copy and one truncated copy of this enzyme (1st and 2nd mnemonics, respectively). The incomplete version is missing N-terminus and is considered as pseudo. The product of both proteins was predicted to be “arginine deiminase family protein”.

