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	M.  gallinarum
	M. columbinum
	M. meleagridis

	                                                      
	
	
	Mgn_IPT
	NCTC10178
	SF7
	ATCC 25294
	26B8_IPT
	NCTC10153
	IZSVE/2944/9/2011

	Metabolic pathway
	Gene 
	Encoded enzyme
	
	
	
	
	
	
	

	ADI
	arcA
	Arginine deiminase
	MGALLINA_RS00435
	EXC37_RS01325
	MCSF7_RS01400
	MMELEA_RS01160
	MM26B8_RS01855
	EXC33_RS01595
	ASB56_RS01885

	
	arcB
	Ornithine carbamoyltransferase
	MGALLINA_RS00430
	EXC37_RS01330
	MCSF7_RS01395
	MMELEA_RS01155
	MM26B8_RS01860
	EXC33_RS01590
	ASB56_RS01890

	
	arcC
	Carbamate kinase
	MGALLINA_RS00425
	EXC37_RS01335
	MCSF7_RS01390
	MMELEA_RS01150
	MM26B8_RS01865
	EXC33_RS01585
	ASB56_RS01895

	EMP
	pgi
	Glucose-6-phosphate isomerase
	MGALLINA_RS02215
	EXC37_RS01385*
	MCSF7_RS01340
	-
	-
	-
	-

	
	pfk
	6-phosphofructokinase
	MGALLINA_RS00190
	-
	-
	-
	-
	-
	-

	
	fba
	Fructose biphosphate aldolase
	MGALLINA_RS02730
	-
	-
	-
	-
	-
	-

	
	tpiA
	Triose-phosphate isomerase
	MGALLINA_RS03120
	EXC37_RS01730
	MCSF7_RS01835
	MMELEA_RS00365
	MM26B8_RS01345
	EXC33_RS01240
	ASB56_RS02220

	
	gap
	Glyceraldehyde 3-phosphate dehydrogenase
	MGALLINA_RS01650
	EXC37_RS00580
	MCSF7_RS01130
	MMELEA_RS02435
	MM26B8_RS02070
	EXC33_RS00450
	ASB56_RS00060

	
	pgk
	3-phosphoglycerate kinase
	MGALLINA_RS03115
	EXC37_RS01925
	MCSF7_RS02035
	MMELEA_RS00370
	MM26B8_RS01350
	EXC33_RS01245
	ASB56_RS02215

	
	pgm
	Phosphoglycerate mutase
	MGALLINA_RS03060
	EXC37_RS02045
	MCSF7_RS02140
	MMELEA_RS00115
	MM26B8_RS01615
	EXC33_RS00865
	ASB56_RS02690

	
	eno
	Enolase 
	MGALLINA_RS01965
	EXC37_RS02185
	MCSF7_RS02280
	MMELEA_RS00505
	MM26B8_RS01485
	EXC33_RS01380
	ASB56_RS02080

	
	pyk
	Pyruvate kinase
	MGALLINA_RS01570
	EXC37_RS02500
	MCSF7_RS02590
	MMELEA_RS02155
	MM26B8_RS02355
	EXC33_RS00160
	ASB56_RS00340

	 PDH
	pdhA
	Pyruvate dehydrogenase E1 α subunit
	MGALLINA_RS03090
	-
	-
	-
	-
	-
	-

	
	pdhB
	Pyruvate dehydrogenase E1 β subunit
	MGALLINA_RS03085
	EXC37_RS01220
	MCSF7_RS01505
	-
	-
	-
	-

	
	pdhC
	Dihydrolipoamide acetyltransferase E2
	MGALLINA_RS03075
	EXC37_RS01210
	MCSF7_RS01515
	-
	-
	-
	-

	
	pdhD
	Dihydrolipoamide dehydrogenase E3
	MGALLINA_RS03325
	EXC37_RS02430
	MCSF7_RS02520
	-
	-
	-
	-

	PPP

	g6pd
	Glucose-6-phosphate dehydrogenase
	-
	-
	-
	-
	-
	-
	-

	
	pgls
	6-phosphogluconolactonase 
	-
	-
	-
	-
	-
	-
	-

	
	pgd
	6-phosphogluconate dehydrogenase
	-
	-
	-
	-
	-
	-
	-

	
	rpiB
	Ribose-5-phosphate isomerase
	MGALLINA_RS00550
	EXC37_RS02990
	MCSF7_RS00155
	MMELEA_RS02100
	MM26B8_RS02410
	EXC33_RS00105
	ASB56_RS00395

	
	rpe
	Ribulose 5-phosphate 3-epimerase
	MGALLINA_RS01425
	EXC37_RS02890
	MCSF7_RS02985
	MMELEA_RS01925
	MM26B8_RS02585
	EXC33_RS02705
	ASB56_RS00570

	
	tkt
	Transketolase 
	MGALLINA_RS00875
	-
	-
	-
	-
	-
	-

	
	Taldo1
	Transaldolase 
	-
	-
	-
	-
	-
	-
	-



ADI, arginine dihydrolase ; EMP, embden-meyerhof-parnas ; PDH, pyruvate dehydrogenase ; PPP, Pentose phosphate pathway.
* EXC37_RS01385 was annotated as hypothetical protein. BLAST analysis showed that it harbours pgi domain (PRK14097).
