  
[bookmark: _GoBack]Additional file 7 (Table S4) Genetic basis of energetic metabolism in glucose and arginine utilizing-avian mycoplasmas (3rd group) 


	                                                                                    
	    M.  iowae

	                                                                                  
	695
	NCTC10185
	DK-CPA

	Metabolic pathway
	Gene 
	Encoded enzyme
	
	
	

	ADI
	arcA
	Arginine deiminase
	GUU_RS00465
	EXC57_RS04995
	P271_RS02955

	
	arcB
	Ornithine carbamoyltransferase
	GUU_RS00470
	EXC57_RS05000
	P271_RS02960

	
	arcC
	Carbamate kinase
	GUU_RS00475
	EXC57_RS05005
	P271_RS02965

	EMP
	pgi
	Glucose-6-phosphate isomerase
	GUU_RS03595
	EXC57_RS01475
	P271_RS02240

	
	pfk
	6-phosphofructokinase
	GUU_RS03810
	EXC57_RS01425
	P271_RS02285

	
	fba
	Fructose biphosphate aldolase
	GUU_RS00555
	EXC57_RS05085
	P271_RS03045

	
	tpiA
	Triose-phosphate isomerase*
	GUU_RS03565
GUU_RS01340

	EXC57_RS00805
EXC57_RS00080

	P271_RS02735
P271_RS01600


	
	gap
	Glyceraldehyde 3-phosphate dehydrogenase
	GUU_RS00665
	EXC57_RS00470
	P271_RS04385

	
	pgk
	3-phosphoglycerate kinase
	GUU_RS00660
	EXC57_RS00475
	P271_RS04380

	
	pgm
	Phosphoglycerate mutase
	GUU_RS01345
	EXC57_RS00810
	P271_RS02730

	
	eno
	Enolase 
	GUU_RS03555
	EXC57_RS00815
	P271_RS02725

	
	pyk
	Pyruvate kinase
	GUU_RS01165
	EXC57_RS04580
	P271_RS04790

	PDH
	pdhA
	Pyruvate dehydrogenase E1 α subunit
	GUU_RS04465
	EXC57_RS02025
	P271_RS00905

	
	pdhB
	Pyruvate dehydrogenase E1 β subunit
	GUU_RS04460
	EXC57_RS02030
	P271_RS00910

	
	pdhC
	Dihydrolipoamide acetyltransferase E2
	GUU_RS04455
	EXC57_RS02035
	P271_RS00915

	
	pdhD
	Dihydrolipoamide dehydrogenase E3
	GUU_RS04450
	EXC57_RS02040
	P271_RS00920

	PPP
	g6pd
	Glucose-6-phosphate dehydrogenase
	-
	-
	-

	
	pgls
	6-phosphogluconolactonase 
	-
	-
	-

	
	pgd
	6-phosphogluconate dehydrogenase
	GUU_RS04070
	EXC57_RS04715
	P271_RS03230

	
	ripB
	Ribose-5-phosphate isomerase
	GUU_RS03030
	EXC57_RS01510
	P271_RS01975

	
	rpe
	Ribulose 5-phosphate 3-epimerase
	GUU_RS02275
	EXC57_RS00410
	P271_RS03730

	
	tkt
	Transketolase 
	GUU_RS04010
	EXC57_RS02910
	P271_RS00755

	
	Taldo1
	Transaldolase 
	-
	-
	-











































ADI, arginine dihydrolase ; EMP, embden-meyerhof-parnas ; PDH, pyruvate dehydrogenase ; PPP, Pentose phosphate pathway. 
* For Triose-phosphate isomerase, two genes copies were identified in each M. iowae strain. Although, they showed only 30% identity, both of them were found to contain TpiA (COG0149) and TIM (pfam00121) conserved domains. 
