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Supplementary Figure S1. Recombination hotspots in sequence cluster BAPS1 inferred by

Gubbins.
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Supplementary Figure S2. Recombination hotspots in sequence cluster BAPS4 inferred by

Gubbins.



E

P

fepABCDE
mdf

1g:m rE
eRtACEFS
kd

3

A

P

8 4 T
a'd

OAINIA e Lol
OETYES 56 =
N CEL 0L M =
O EQUT T O =

om

gCDEHIJKLNO

NG

————CarB

—— E
G

[ T NN I I R I

- aphA
| CIT__ampe

| | i

Supplementary Figure S3. Recombination hotspots in sequence cluster BAPS10 inferred

by Gubbins.
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Supplementary Figure S4. Recombination hotspots in sequence cluster BAPS14 inferred

by Gubbins.



