Supplementary file 1 Validation of qRT-PCR of genes
	Gene ID
	Primer sequence
	Length

	TRINITY_DN29376_c0_g1
	F: TTTCCCGTCGAAAGAGTCCG
	172

	
	R: TTTCCCGTCGAAAGAGTCCG
	

	TRINITY_DN26491_c0_g1
	F: AACCAGAGGTGAAGGAAAGGATAG
	185

	
	R: CAGATGATGACGACAAGGAGGA
	

	TRINITY_DN10084_c0_g1
	F: CGACGACAAGAATGAGGAAGA
	103

	
	R: CCTCGGCACTTCTGCTAAA
	

	TRINITY_DN10316_c0_g1
	F: GGCAAGACATGGTGGTAGTT
	100

	
	R: AAGTGGGTGATCTTGGACTTG
	

	TRINITY_DN2610_c0_g3
	F: TGCTCCAGTAGCTTTGTCTG
	97

	
	R: GCTCTCTTCCTTTGGCTCTT
	

	TRINITY_DN3472_c1_g1
	F: GTAGTGTTAGCAGGCAGATGAG
	104

	
	R: GCGAGATAGAGATAGTGCAAGAG
	

	TRINITY_DN1033_c0_g1
	F: AGGGAATCGAAGGGTGGTCA
	96

	
	R: GGTTGACCCTGTTTCGCCTA
	

	TRINITY_DN1670_c0_g1
	F: TAAGGAGGGTCCAGGTCAGC
	81

	
	R: TGACGCTGTTTAGAGCCCC
	

	18SrRNA
	F: GTATGGTCGCAAGGCTGAAA
	205

	
	R: CAGACAAATCGCTCCACCAA
	



