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Supplementary Table S1. Resequencing information of the tested pig populations in this study.
Supplementary Table S2. Significant Gene Ontology (GO) terms and Kyoto Encyclopedia of Genes and Genomes (KEGG) Pathways for genes with exonic variants.
Supplementary Figure S1. The linkage disequilibrium decay in five different populations of pigs (Ding'an pigs, Lingao pigs, Tunchang pigs, Large White pigs and Landrace pigs). The x-axis denote SNP marker distance (kb), and the y-axis denote the r2 between pairwise SNPs.
