Supplemental Fig.2. The IGV analysis of m°A/m°C methylation modifications on ENSGALT00000020390 (novel transcript), and
ENSGALT00000053962 (IFIH1-202).
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(A) The m°A methylation modifications on ENSGALT00000020390 (novel transcript) of groups C and T. The abscissa represents the position of the chromosome, and the ordinate
represents the fraction on the location site. Filtering: depth > 10, fraction > 0. (B) The m°A methylation modifications on ENSGALT00000053962 (IFIH1-202). The abscissa
represents the position of the chromosome, and the ordinate represents the fraction on the location site. Filtering: depth > 10, fraction > 0. (C) The m°C methylation modifications on
ENSGALT00000053962 (IFIH1-202). The abscissa represents the position of the chromosome, and the ordinate represents the fraction on the location site. Filtering: depth > 10,
fraction > 0.5.



