Table S3 Quality control of mRNA sequencing data
	Sample
	Raw Reads
	Clean Reads
	Q20%2
	GC%
	Mapped reads
	Mapped rate (%)3

	YJ
	40570576
	38990073
	97.00
	51
	33909698
	88.78

	YJ
	33910852
	32674567
	97.11
	51
	28190394
	87.98

	YJ
	42428856
	41052778
	97.25
	53
	34055625
	84.58

	YJ
	55850196
	53750748
	97.08
	51
	46217013
	87.61

	YJ
	40350854
	38822692
	97.01
	51
	33567458
	88.21

	YJ
	41131590
	39694857
	97.51
	51
	35184273
	90.41

	YJ
	41947184
	40095414
	97.21
	51
	34594542
	87.85

	YJ
	42269958
	40809924
	97.13
	51
	34986585
	87.29

	YJ
	40382406
	38935141
	97.12
	50
	34479892
	90.23

	YJ
	37143726
	35706198
	97.06
	51
	31075562
	88.74

	YJ
	39260728
	38024306
	97.20
	51
	33052038
	88.46

	YJ
	33723256
	32249962
	96.93
	50
	28244331
	89.37

	YJ
	36966146
	35618922
	97.00
	52
	30493612
	87.37

	YJ
	46349702
	44404735
	96.91
	52
	37927327
	87.33

	YJ
	37965674
	36529124
	97.18
	51
	31090221
	86.95

	YJ
	43760878
	41922000
	97.21
	51
	35956332
	87.62

	YJ
	40298480
	38947969
	97.57
	51
	33745740
	88.19

	YJ
	40082752
	38446564
	97.00
	52
	32938206
	87.53

	YJ
	42147094
	40721551
	97.16
	51
	34959936
	87.33

	YJ
	39148054
	37610677
	96.98
	51
	33012206
	89.64

	JL
	37799936
	36083616
	97.22
	53
	29804035
	84.72

	JL
	42858376
	40778059
	97.18
	53
	34031816
	85.21

	JL
	43500108
	41447796
	97.20
	51
	34985956
	86.45

	JL
	42626858
	40776928
	97.69
	52
	35266478
	88.11

	JL
	33821738
	32175464
	96.48
	50
	28265205
	90.08

	JL
	38353368
	36657892
	96.74
	50
	31755600
	88.56

	JL
	33436036
	31963842
	96.61
	51
	26979467
	86.49

	JL
	41818970
	39922802
	96.76
	52
	33332914
	85.45

	JL
	41315204
	39460428
	97.25
	52
	33233832
	86.13

	JL
	42659280
	40638674
	97.32
	52
	33757970
	85.01

	JL
	39439060
	37882912
	97.17
	51
	32140785
	86.43

	JL
	34750128
	33539571
	97.04
	51
	29683334
	90.46

	JL
	38471760
	36681869
	97.16
	51
	32373434
	90.47

	JL
	35998452
	34191681
	96.44
	52
	28318282
	85.03

	JL
	40934790
	39221882
	96.70
	52
	32487732
	84.78

	JL
	33408688
	32110183
	97.16
	51
	28368135
	90.08

	JL
	42475792
	40567020
	97.36
	51
	35187616
	88.47

	JL
	42180666
	40202804
	97.32
	51
	35070893
	89.27

	JL
	43466584
	41452819
	96.45
	50
	35916094
	88.87

	JL
	42121388
	40083058
	97.26
	52
	33481720
	85.48


1YJ: Yanjin black-bone chicken; JL: Jinling Partridge black-bone chicken.
2Clean data percentage of bases with a quality value of 20 or greater.
3the number of Reads to the reference genome and the percentage of Clean Reads were compared.
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