Upregulated

Downregulated

G0:0048511
rhythmic process

G0:0018871
1-aminocyclopropane—1-carboxylate ...

G0:0006537
glutamate biosynthetic process

G0:0009734
auxin—activated signaling pathway

G0:0010581
regulation of starch biosynthetic ...

G0:0009414
response to water deprivation

G0:0097054
L—glutamate biosynthetic process

G0:0006470
protein dephosphorylation

G0:0007623
circadian rhythm

GO0:0006749
glutathione metabolic process

G0:0042744
hydrogen peroxide catabolic process

G0:0048544
recognition of pollen

G0:0031408

oxylipin biosynthetic process
G0:0009809

lignin biosynthetic process

G0:0019288
isopentenyl diphosphate biosynthet...

G0:0051501
diterpene phytoalexin metabolic pr...

G0:0052315
phytoalexin biosynthetic process

G0:0098542
defense response to other organism

G0:0051289
protein homotetramerization
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Mild Cold

Severe Cold

| GO:0010200
response to chitin

| GO:0009414
response to water deprivation

| GO:0009873
ethylene—-activated signaling pathway

| GO:0009738
abscisic acid—activated signaling ...

| GO:0042542
response to hydrogen peroxide

| GO:0051259
protein complex oligomerization

| GO:0048511
rhythmic process

| GO:0009651
response to salt stress

| GO:0042752
regulation of circadian rhythm

| GO:1902584
positive regulation of response to...

| GO:0008643
carbohydrate transport

| GO:0006334
nucleosome assembly

| GO:0019288
isopentenyl diphosphate biosynthet...

| GO:1902299
pre-replicative complex assembly i...

| GO:0000727
double-strand break repair via bre...

| GO:0015790
UDP-xylose transmembrane transport

| GO:0051501
diterpene phytoalexin metabolic pr...

| GO:0052315
phytoalexin biosynthetic process

| GO:0009658
chloroplast organization

| GO:1902969
mitotic DNA replication
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