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Fig. S1 Chromosomal locations of L. angustifolia MADS-box genes. The tandem repeat genes are displayed in red font.
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Fig. S2 Syntenic analysis of the MADS-box gene family in the L. angustifolia genome
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Fig. S3 Heat map of L. angustifolia type I MADS-box gene expression.
[image: Figure S4]
Fig. S4 The expression profile of the lavender MADS-box gene. (a) The expression patterns of the Type II LaMADS-box gene at three stages of flower development in two varieties, Xinxun 2 and YXA-5. (b) The expression patterns of the LaMADS-box gene at different time points under cold stress treatment in lavender. B_S1, B_S2, and B_S3 indicate the Xinxun 2 lavender flowers at Bud I, Bud II, and 50% flowering stage, respectively. W_S1, W_S2, and W_S3 indicate the YXA-5 lavender flowers at Bud I, Bud II, and 50% flowering stage, respectively. T30, T20, T10, and T0 denote 30℃, 20℃, 10℃, and 0℃, respectively.
[image: Figure S5]
Fig. S5 The protein-protein interaction network of the L. angustifolia MADS-box proteins family. The lines between nodes become thicker as the combined_score value (representing the confidence of the predicted interaction between the two proteins, ranging between 0-1) increases. The node size increases with the number of proteins interacting with the node protein. The circle represents members of the MADS-box gene family in lavender, with the green circles representing hub genes.
[image: Figure S6]

Fig. S6 The correlation coefficient and significance of correlation between the module and different tissues
[image: Figure S7]
Fig. S7 KEGG enrichment analysis of genes co-expressed with LaMADS57, LaMADS79, and LaMADS113.
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