Functional Analysis of the FGF2 Gene in Horn Development in Sheep and Identification of Key Regulatory Variants
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Supplementary Figure 1. GO enrichment network of genes related to FGF2 function in sheep. The gene ontology (GO) enrichment analysis revealed that FGF2 (highlighted with a red border) is associated with epidermis development and epidermal cell differentiation. Nodes in green represent GO terms, orange nodes indicate upregulated genes, and purple nodes indicate downregulated genes. Edges represent functional associations between genes and GO terms.
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Supplementary Figure 2. Correlation analysis of FGF2 expression with NUDT6 across different sheep tissues. (A–N) Scatter plots show the correlation between FGF2 and NUDT6 expression levels (log2-transformed) across 14 sheep tissues, including blood, CNS, heart, horn, intestine, kidney, liver, muscle, ovary, periosteum, skin, spleen, stomach, and testes. Pearson correlation coefficients (R) and p-values are shown in each panel.
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