Table S1. Summary of sequencing quality
	Sample ID
	Raw_Reads
	Clean_Reads 
	Clean_Bases
	Error%
	Q20%
	Q30%
	GC%

	EEG-1
	37926260
	37764140
	5627194170
	0.0225
	98.44
	94.98
	43.81

	EEG-2
	38000272
	37830460
	5633906804
	0.0224
	98.49
	95.12
	44

	EEG-3
	35881702
	35675200
	5317569203
	0.0244
	98.05
	93.79
	44.74
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Table S2 Gene annotation in different databases
	DB_name
	Total_unigenes
	annoted_unigenes
	percent

	NR
	127035
	30881
	0.2431

	GO
	127035
	19130
	0.1506

	COG
	127035
	22423
	0.1765

	KEGG
	127035
	15597
	0.1228

	SWISS
	127035
	21113
	0.1662

	In_all_DB
	127035
	10693
	0.0842

	AT_least_one_DB
	127035
	31413
	0.2473




