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{ 0] Metabolic pathways

[ko00051] Fructose and mannose metabolism
ko01200] Carbon metabolism

ko00830] Retinol metabolism

[ko04530] Tight junction

ko04152] AMPK signaling pathway

ko04910] Insulin signaling pathway

[ko01212] Fatty acid metabolism

[ko04151] PIBK-Akt signaling pathway
[ko00900] Terpenoid backbone biosynthesis
ko00010] Glycolysis / Gluconeogenesis
[ko00982] Drug metabolism — cytochrome P450
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[ko04922] Glucagon signaling pathway
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[ko00640] Propanoate metabolism

[ko00140] Steroid hormone biosynthesis
ko03320] PPAR signaling pathway
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[ko04710] Clrcadlan rhythm
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