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[GO:0016042] lipid catabolic process
[GO:0046503] glycerolipid catabolic process

[GO:1900271] regulation of long−term synaptic potentiation
[GO:1990379] lipid transport across blood−brain barrier
[GO:0071827] plasma lipoprotein particle organization

[GO:0015711] organic anion transport
[GO:0060856] establishment of blood−brain barrier

[GO:0034370] triglyceride−rich lipoprotein particle remodeling
[GO:0050996] positive regulation of lipid catabolic process

[GO:0044242] cellular lipid catabolic process
[GO:0044255] cellular lipid metabolic process

[GO:1900273] positive regulation of long−term synaptic potentiation
[GO:0019433] triglyceride catabolic process
[GO:0046486] glycerolipid metabolic process

[GO:0034369] plasma lipoprotein particle remodeling
[GO:0034368] protein−lipid complex remodeling

[GO:0034367] protein−containing complex remodeling
[GO:0055088] lipid homeostasis

[GO:0006869] lipid transport
[GO:0010876] lipid localization

[GO:0015909] long−chain fatty acid transport
[GO:0046464] acylglycerol catabolic process
[GO:0046461] neutral lipid catabolic process
[GO:0006638] neutral lipid metabolic process
[GO:0006639] acylglycerol metabolic process

[GO:0150104] transport across blood−brain barrier
[GO:0006629] lipid metabolic process

[GO:0015908] fatty acid transport
[GO:0015718] monocarboxylic acid transport

[GO:0019216] regulation of lipid metabolic process
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[ko04710] Circadian rhythm
[ko04136] Autophagy − other

[ko05110] Vibrio cholerae infection
[ko01230] Biosynthesis of amino acids

[ko03320] PPAR signaling pathway
[ko00140] Steroid hormone biosynthesis

[ko00640] Propanoate metabolism
[ko04211] Longevity regulating pathway

[ko01040] Biosynthesis of unsaturated fatty acids
[ko04931] Insulin resistance

[ko04922] Glucagon signaling pathway
[ko00620] Pyruvate metabolism

[ko05416] Viral myocarditis
[ko05204] Chemical carcinogenesis

[ko04510] Focal adhesion
[ko00071] Fatty acid degradation

[ko00982] Drug metabolism − cytochrome P450
[ko00010] Glycolysis / Gluconeogenesis

[ko00900] Terpenoid backbone biosynthesis
[ko04151] PI3K−Akt signaling pathway

[ko01212] Fatty acid metabolism
[ko04910] Insulin signaling pathway
[ko04152] AMPK signaling pathway

[ko04530] Tight junction
[ko00830] Retinol metabolism
[ko01200] Carbon metabolism

[ko00051] Fructose and mannose metabolism
[ko01100] Metabolic pathways

[ko00380] Tryptophan metabolism
[ko00100] Steroid biosynthesis
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