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Fig. S1 GO functional annotation of Mycena sp. L02 genome.
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KEGG classfication

selyoseIalH ayg
seseas|q uewny

$8858001d JBN||8)
wsijogelop

a)1g Jo Aemyjed ui papnjou JoN

1 I N mm——
swia)sAg [ewsiuebio

BuISS8001d UOIBWLIOJ| D18USS) BUISS82014 UOHBW.IOM| [BJUSILOIIAUT

Protein families: genetic information processing 1 I 2495
Protein families: signaling and cellular processes 1 I 719
Protein families: metabolism | I 677
Cell growth and death 1 I 443
Transport and catabolism | I 427
Cellular community — eukaryotes | NN 102
Cell motility 1IN 38
Cellular community — prokaryotes 1 Il 27
Signal transduction - 792
Membrane transport - 26
Signaling molecules and interaction 4 4
Translation 1 N 351
Folding, sorting and degradation | N 260
Replication and repair 1 I 148
Transcription 1 I 147
Infectious disease: viral | I 431
Cancer: overview 1 I 396
Cancer: specific types 1 I 323
Infectious disease: bacterial 1 I 265
Neurodegenerative disease 1 I 256
Endocrine and metabolic disease I 106
Drug resistance: antineoplastic | I 106
Substance dependence 1 I 89
Cardiovascular disease 1 I 53
Infectious disease: parasitic I 51
Immune disease 1 I 41
Drug resistance: antimicrobial {4
Carbohydrate metabolism 1 I 504
Amino acid metabolism 1 N 435
Lipid metabolism 1 I 332
Xenobiotics biodegradation and metabolism 1 N 228
Metabolism of cofactors and vitamins — I 202
Energy metabolism 1 I 155
Metabolism of other amino acids 1 NN 132
Glycan biosynthesis and metabolism +{— I 121
Biosynthesis of other secondary metabolites 1 I 103
Nucleotide metabolism I 94
Metabolism of terpenoids and polyketides N 60
Unclassified: metabolism | I 206
Poorly characterized 1 N 40
Unclassified: signaling and cellular processes | Il 27
Unclassified: genetic information processing | Il 19
Endocrine system | I 402
Immune system 1 - 283
Nervous system I 238
Environmental adaptation {116
Aging | I 115
Digestive system | I 92
Development and regeneration 1 N80
Circulatory system | I 52
Excretory system | I 43
Sensory system | I 19
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Fig. S2 KEGG pathway annotation of Mycena sp. L02 genome.
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Fig.S4 NR functional annotation of Mycena sp. L02 genome



