Supplementary Figure 1. Raincloud plots to show values for polyA and riboZero libraries for the variables a) RQN, b) uniquely mapped reads, c) pairwise Spearman coefficients
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Supplementary Figure 2. Sequence counts for all fastq files, showing the abundance in sample A83.
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Supplementary Figure 3. Results from the Qualimap command showing genomic origin of aligned reads. Exonic reads are in red, intronic reads are in green, and intergenic reads are in blue. A) polyA library samples, B) riboZero library samples.
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Supplementary Figure 4. Heatmaps of Spearman correlation coefficients calculated using TPM values for each sample for A) polyA library and B) riboZero library. Coefficient values were rescaled to be between 0 and 1 and then also subtracted from 1, so the lower values are most similar.
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Supplementary Figure 5. Bar graphs showing TPM values for each polyA sample and the median (purple) of the 20 highest expressed genes per tissue type. A) adipose, B) brain, C) joint capsule, D) cardiac, E) ileum, F) jejunum, G) kidney medulla, H) liver, I) pancreas, J) hip ligament, K) skin, L) thyroid. Genes with an asterisk were also identified in the 50 highest expressed genes in humans. No human data was available for joint capsule, jejunum, and hip ligament.
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Supplementary Figure 6. Volcano plots of polyA differential expression results.
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Supplementary Figure 7. Volcano plots of riboZero differential expression results.
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Supplementary Figure 8. MA plots of polyA differential expression results.
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Supplementary Figure 9. MA plots of riboZero differential expression results.
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Supplementary Figure 10: UMAP of KEGG pathway terms enrichment from DAVID analysis for the DE genes from PolyA pairwise tissue comparisons. Fold enrichment values were log2-transformed. Points are tissue pairs.
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