Table S2. List of diplozoid species used for genetic comparison and phylogenetic analysis with ITS2 sequence
	Parasite species
	Host species
	Locality
	Length (bp)
	GenBank ID

	Sindiplozoon coreius
	Anabarilius grahami
	Yunnan, China
	811
	PQ684283

	Diplozoon paradoxum
	Abramis brama orientalis
	Xinjiang, China
	771
	PP101616

	Paradiplozoon homoion
	Rhodeus amarus
	Turkey
	820
	MT028131

	Eudiplozoon nipponicum
	Cyprinus carpio
	Yunnan, China
	806
	PQ900068

	P. yarkandense
	Diptychus maculatus
	Xinjiang, China
	749
	OM432149

	P. yunnanensis
	Sikukia stejnegeri
	Yunnan, China
	853
	MT336740

	P. opsariichthydis
	Opsariichthys bidens
	Hubei, China
	822
	DQ098890

	P. hemiculteri
	Hemiculter leucisculus
	Yunnan, China
	722
	MW048387

	Neoheterobothrium hirame
	Paralichthys olivaceus
	Japan
	1376
	AB162613

	Hexostoma thynni
	Thunnus thynnus
	Algeria
	601
	EF653393

	Cichlidarus nyanzae
	Oreochromis niloticus x mweruensis
	Democratic Republic of the Congo
	6799
	MG973077

	Sphyranura euryceae
	Eurycea tynerensis
	America
	4734
	OP879230

	Polylabris sp.
	Siganus fuscescens
	Guangdong, China
	1610
	HM545906

	Microcotyle sp.
	Calliclinus geniguttatus
	Bio-Bio, Chile
	581
	MN429313


Note: The phylogenetic tree based on ITS2 was constructed using, as far as possible, the same set of species as that used for the mitochondrial protein-coding gene-based tree. However, due to incomplete data availability in NCBI, some species were substituted with different individuals of the same species or with congeneric species.

