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Text S1. Sampling and Species Identification of Diplozoids
Sample collection
The host fish of the diplozoid examined in this study was Anabarilius grahami, which was collected in November 2024 from a fish farm in Kunming. The host fish were first anesthetized and euthanized, after which their gill arches were excised and examined under a dissecting microscope. Individual diplozoid parasites were carefully extracted using a fine brush and anatomical needle. Water-sealed slides of the parasites were photographed under an optical microscope (Olympus CX-41), and their morphological structures were observed and identified.

Morphological Identification
All specimens collected in this study conformed to the morphological characteristics of the genus Sindiplozoon [1, 2]: (a) No round glands in front of the buccal suckers. (b) Displayed a disciform structure between the posterior and reproductive fusion areas. (c) No special lobed enlargement.

Molecular Identification Based on ITS2 Sequence
The internal transcribed spacer 2 (ITS2) sequences obtained from these specimens were analyzed using BLAST, revealing high similarity with S. coreius isolated from four different host species: Coreius guichenoti (99.58%), Procypris mera (100.00%), Percocypris pingi (99.75%), and Schizothorax prenanti (99.75%) (GenBank accession number: MW992745, OL961697, OL961698, and OL961699). In contrast, similarity with S. ctenopharyngodoni was lower (96.64%, GenBank accession number: DQ098898), confirming species identity as S. coreius.
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