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[bookmark: OLE_LINK31][bookmark: OLE_LINK32]Figure S7. Phylogenetic Bayesian tree constructed based on ITS2 Sequences. The monogenean Dactylogyrus lamellatus was used as outgroup. The Sindiplozoon coreius in the present study is marked with *.
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Dactylogyrus lamellatus KX369218
Polylabris sp. JYW-2010 HM545906
Microcotyle sp. GM-2019 MN429313
Eudiplozoon nipponicum PQ900068
Sindiplozoon coreius PQ684283*
Diplozoon paradoxum PP101616
Paradiplozoon homoion MT028131
Paradiplozoon yarkandense OM432149
Paradiplozoon yunnanensis MT336740
Paradiplozoon opsariichthydis DQ098890
Paradiplozoon hemiculteri MW048387
Neoheterobothrium hirame AB162613
Hexostoma thynni EF653393
Cichlidarus nyanzae MG973077
Sphyranura euryceae OP879230




