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Supplementary Tables
Supplementary Table S1: Details of 59 different taxa (60 sequences) with the chromosomal location, gene accession numbers and information on the CDS of human orthologues sequences of NAT2 gene.

	Sr. No
	Scientific Name of Organisms
	Common name
	Chromosomal Location
	Accession no
	Exon
	CDS detail
	CDS Region
	CDS Length
(bp)

	
	
	
	
	
	
	
	Start
	End
	

	1. 
	Homo sapiens
	Human
	08
	KR231612.1
	02
	Complete
	18400004
	18400876
	873

	2. 
	Homo sapiens
	Human
	08
	KR231619.1
	02
	Complete
	18400004
	18400876
	873

	3. 
	Rattus norvegicus
	Brown rat
	16
	NC_086034.1
	03
	Complete
	26975426
	26976298
	873

	4. 
	Pan troglodytes
	Chimpanzee
	07
	NC_072405.2
	02
	Complete
	26705593
	26706465
	873

	5. 
	Mus musculus
	House mouse
	08
	NC_000074.7
	02
	Complete
	67953892
	67954764
	873

	6. 
	[bookmark: _Hlk189597800]Macaca mulatta
	Rhesus macaque
	08
	NC_041761.1
	01
	Complete
	18550686
	18551558
	873

	7. 
	Macaca fascicularis
	Crab eating macaque
	08
	NC_088382.1
	02
	Complete
	21461133
	21462005
	873

	8. 
	Nomascus gabriellae
	Yellow cheek crested gibbon
	NF
	KU640985.1
	NF
	partial
	1
	870
	870

	9. 
	Erythrocebus patas
	Common patas monkey
	NF
	KU640984.1
	NF
	partial
	1
	870
	870

	10. 
	Chlorocebus tantalus
	Tantalus monkey
	NF
	KU640983.1
	NF
	partial
	1
	870
	870

	11. 
	Cercopithecus diana
	Diana monkey
	NF
	KU640982.1
	NF
	partial
	1
	870
	870

	12. 
	Allenopithecus nigroviridis
	Allen's swamp monkey
	NF
	KU640981.1
	NF
	partial
	1
	870
	870

	13. 
	Mandrillus sphinx
	Mandrill
	NF
	KU640980.1
	NF
	partial
	1
	870
	870

	14. 
	Macaca sylvanus
	Barbary macaque
	NF
	KU640978.1
	NF
	partial
	1
	870
	870

	15. 
	Trachypithecus cristatus
	Silvery lutung
	NF
	KU640977.1
	NF
	partial
	1
	870
	870

	16. 
	Cricetulus griseus
	Chinese hamster
	NF
	NW_003616728.1
	01
	Complete
	244326461
	244327333
	873

	17. 
	Pan paniscus
	Bonobo
	
	NC_072380.2
	
	Complete
	36878759
	36879631
	873

	18. 
	Mus spretus
	Algerian mouse
	08
	AJ314660.1
	NF
	Complete
	1
	872
	873

	19. 
	Papio anubis
	Olive baboon
	08
	NC_044983.1
	02
	Complete
	16506678
	16507550
	873

	20. 
	Cercocebus atys
	Sooty mangabey
	NF
	NW_012002832.1
	02
	Complete
	2579436
	2580308
	873

	21. 
	Theropithecus gelada
	Gelada
	08
	NC_037676
	02
	Complete
	16962949
	16963821
	873

	22. 
	Hylobates moloch
	silvery gibbon
	
	NW_022611650.1
	
	Complete
	111177085
	111177957
	873

	23. 
	Oryctolagus cuniculus
	Rabbit
	15
	NC_067388.1
	02
	Complete
	6443
	7315
	873

	24. 
	[bookmark: _Hlk189597704]Mesocricetus auratus
	golden hamster
	NF
	NM_001281823.1
	01
	Complete
	6604745
	6605617
	873

	25. 
	Piliocolobus tephrosceles
	Ugandan red Colobus
	07
	NC_045440.1
	02
	Complete
	16574117
	16574988
	873

	26. 
	Colobus angolensis
palliatus
	Monkey
	NF
	NW_012114488.1
	02
	Complete
	551780
	552652
	873

	27. 
	Saimiri boliviensis
	Bolivian squirrel monkey
	NF
	NW_024100942.1
	02
	Complete
	7876986
	7877858
	873

	28. 
	Sapajus apella
	tufted capuchin
	NF
	NW_022436961.1
	02
	Complete
	21107649
	21108521
	873

	29. 
	Rhinopithecus roxellana
	golden snub-nosed monkey
	09
	NC_044557.1
	02
	Complete
	142479756
	142480628
	873

	30. 
	Peromyscus maniculatus bairdii
	prairie deer mouse
	17
	NC_056024.1
	02
	Complete
	6343123
	6343995
	873

	31. 
	Microtus ochrogaster
	prairie vole
	NF
	NW_004949121.1
	02
	Complete
	4118471
	4119343
	873

	32. 
	Felis catus
	Domestic cat
	B1
	NC_058371.1
	02
	Complete
	38262617
	38263489
	873

	33. 
	Ailuropoda melanoleuca
	Giant panda
	18
	NC_048235.1
	01
	Complete
	28086498
	28087370
	873

	34. 
	Loxodonta africana
	African savanna elephant
	19
	NC_084360.1
	02
	Complete
	55968960
	55969832
	873

	35. 
	Jaculus jaculus
	Lesser Egyptian jerboa
	12
	NC _059113.1
	02
	Complete
	8379275
	8380147
	873

	36. 
	Macaca nemestrina
	pig-tailed macaque
	NF
	NC_092132.1
	02
	Complete
	136193354
	136194226
	873

	37. 
	Mandrillus leucophaeus
	drill
	
	NW_012102077.1
	02
	Complete
	1651259
	1652131

	873

	38. 
	Symphalangus syndactylus
	siamang
	01
	NC_072423.2
	02
	Complete
	142972809
	142973681
	873

	39. 
	Pongo pygmaeus
	Bornean orangutan
	07
	NC_072380.2
	02
	Complete
	18467871
	18468743
	873

	40. 
	[bookmark: _Hlk189597241]Chlorocebus sabaeus
	green monkey
	NF
	NW_023666052.1
	01
	Complete
	25767925
	25768797
	873

	41. 
	Nomascus leucogenys
	northern white-cheeked gibbon
	04
	NC_044384.1
	02
	Complete
	133295303
	133296175
	873

	42. 
	Pongo abelii
	Sumatran orangutan
	07
	NC_071992.2
	04
	Complete
	20188284
	20187406
	878

	43. 
	Gorilla gorilla gorilla
	western lowland gorilla
	07
	NC_073231.2
	02
	Complete
	22595318
	22596190
	872

	44. 
	Cavia porcellus
	domestic guinea pig
	NF
	NW_026947507.1
	02
	Complete
	32142146
	32143018
	872

	45. 
	Grammomys surdaster
	African woodland thicketra
	NF
	NW_021620611.1
	02
	Complete
	2106718
	2107590
	872

	46. 
	Marmota flaviventris
	yellow-bellied marmot
	NF
	NW_023144655.1
	02
	Complete
	9439467
	9440339
	872

	47. 
	Meriones unguiculatus
	Mongolian gerbil
	04
	NC_083352.1
	03
	Complete
	60592747
	60593625
	872

	48. 
	Mus Pahari
	shrew mouse
	19
	NC_034608.1
	02
	Complete
	82090286
	82091158
	872

	49. 
	Mus caroli
	Ryukyu mouse
	08
	NC_034577.1
	03
	Complete
	59805502
	59806374
	872

	50. 
	Rhinopithecus bieti
	black snub-nosed monkey
	NF
	NW_016804209.1
	02
	Complete
	3073744
	3074616
	872

	51. 
	Cebus imitator
	Panamanian white-faced capuchin
	NF
	NW_016107435.1
	02
	Complete
	2183238
	2184110
	872

	52. 
	Marmota marmota marmota
	Alpine marmot
	NF
	NW_025999944.1
	02
	Complete
	10869018
	10869890
	872

	53. 
	Dipodomys ordii
	Ord's kangaroo rat
	NF
	NW_012267220.1
	02
	Complete
	10869018
	10869890
	872

	54. 
	Fukomys damarensis
	Damara mole-rat
	NF
	NW_022900930.1
	03
	Complete
	39856903
	39857781
	878

	55. 
	Chinchilla lanigera
	(long-tailed chinchilla)
	NF
	NW_004955403.1
	02
	Complete
	42285439
	42286311
	873

	56. 
	Ictidomys tridecemlineatus
	(thirteen-lined ground squirrel)
	NF
	NW_024404943.1
	02
	Complete
	15708446
	15709318
	873

	57. 
	Octodon degus
	(degu)
	NF
	NW_004524612.1
	02
	Complete
	4731978
	4732850
	873

	58. 
	Otolemur garnettii
	(small-eared galago)
	NF
	NW_003852469.1
	01
	Complete
	9800927
	9801787
	873

	59. 
	Nannospalax galili
	(Upper Galilee mountains blind mole rat)
	NF
	NW_008350535.1
	03
	Complete
	2684341
	2685213
	872

	60. 
	Castor canadensis
	American beaver
	NF
	NW_017873081.1
	03
	Complete
	1574
	2452
	878



*NF – No information Found



[bookmark: _GoBack]Supplementary Table S2: Refined 3D Protein Models revalidated using PROCHECK, VERIFY3D and ERRAT modules.
	
S. No
	
Scientific Name of Organisms
	3D Protein Model Initial Values
	3D Protein Model After Refinement
(with <90.00% Ramachandran core value)
	Refined model deviation from the initial structure 


	
	
	ERRAT
(Overall Quality Factor)
	Verify3D
	Ramachandran plot
	ERRAT
(Overall Quality Factor)
	Verify3D
	Ramachandran plot
	(RMSD)
Å

	1. 
	Homo sapiens NAT*4 (Human)
	96.0714

	92.73%
	90.6% core

	-
	-
	-
	-

	2. 
	Homo sapiens NAT2*6A (Human)
	96.0714

	92.73%
	90.6% core

	-
	-
	-
	-

	3. 
	Rattus norvegicus (Brown rat)
	96.7742

	93.43%
	91.6% core

	-
	-
	-
	-

	4. 
	Pan troglodytes (Chimpanzee)
	96.4286

	96.54%
	91.0% core

	-
	-
	-
	-

	5. 
	Mus musculus (House mouse)
	97.8648

	95.16%
	
91.9% core

	-
	-
	-
	-

	6. 
	Macaca mulatta (Rhesus macaque)
	96.4286

	94.46%
	90.2% core

	-
	-
	-
	-

	7. 
	Macaca fascicularis (Crab eating macaque)
	96.4286

	94.81%
	90.2% core

	-
	-
	-
	-

	8. 
	Nomascus gabriellae (Yellow Cheek crested gibbon)
	95.3571

	94.12%
	91.0% core

	-
	-
	-
	-

	9. 
	Erythrocebus patas (Common patas monkey)
	96.4286

	93.77%
	89.8% core

	92.5373

	94.81%
	94.9% core

	0.298 

	10. 
	Chlorocebus tantalus (Tantalus monkey)
	96.4286

	91.70%
	89.9% core

	96.9582

	88.58%
	91.7% core
	0.584

	11. 
	Cercopithecus diana (Diana monkey)
	96.4286

	93.43%
	90.3% core

	-
	-
	-
	-

	12. 
	Allenopithecus nigroviridis (Allen's swamp monkey)
	96.7857

	94.81%
	91.0% core

	-
	-
	-
	-

	13. 
	Mandrillus sphinx (Mandrill)
	96.4286

	94.12%
	89.9% core

	96.7348
	94.43%
	91.4% core
	0.213

	14. 
	Macaca Sylvanus (Barbary macaque)
	96.4286

	94.81%
	89.8% core

	96.9318
	94.93%
	93.1% core
	0.116

	15. 
	Trachypithecus cristatus (Silvery lutung)
	95.3571

	93.43%
	90.9% core

	-
	-
	-
	-

	16. 
	Cricetulus griseus (Chinese hamster)
	96.4158

	91.00%
	89.7% core

	95.9318
	90.33%
	92.3% core
	0.259

	17. 
	Pan paniscus (Bonobo)
	96.4286

	96.54%
	91.0% core

	-
	-
	-
	-

	18. 
	Mus spretus (Algerian mouse)
	96.4158

	94.81%
	91.5% core

	-
	-
	-
	-

	19. 
	Papio Anubis (Olive baboon)
	96.0714

	94.81%
	89.9% core

	97.1281
	94.96%
	93.6% core
	0.301

	20. 
	Cercocebus atys (Sooty mangabey)
	95.7143

	96.54%
	90.7% core

	-
	-
	-
	-

	21. 
	Theropithecus gelada (Gelada)
	96.0714

	94.81%
	90.3% core

	-
	-
	-
	-

	22. 
	Hylobates moloch (silvery gibbon)
	95.7143

	92.73%
	91.0% core

	-
	-
	-
	-

	23. 
	Oryctolagus cuniculus (Rabbit)
	98.9051

	91.35%
	92.3% core

	-
	-
	-
	-

	24. 
	Mesocricetus auratus (golden hamster)
	94.6043

	93.06%
	89.3% core

	95.8135
	94.11%
	91.2% core
	0.209

	25. 
	Piliocolobus tephrosceles (Ugandan red Colobus)
	94.8819

	87.02%
	88.4% core

	93.9246
	91.78%
	92.8% core
	0.383

	26. 
	Colobus angolensis Palliates (Monkey)
	95

	92.73%
	91.4% core

	-
	-
	-
	-

	27. 
	Saimiri boliviensis (Bolivian squirrel monkey)
	95.6679

	96.54%
	91.1% core

	-
	-
	-
	-

	28. 
	Sapajus apella (tufted capuchin)
	95.6989

	93.43%
	90.7% core

	-
	-
	-
	-

	29. 
	Rhinopithecus roxellana (tufted capuchin)
	95

	90.66%
	91.3% core

	-
	-
	-
	-

	30. 
	Peromyscus maniculatus bairdii (prairie Deer mouse)
	97.153

	93.08%
	91.5% core

	-
	-
	-
	-

	31. 
	Microtus ochrogaster (prairie vole)
	98.5663

	91.35%
	90.4% core

	-
	-
	-
	-

	32. 
	Felis catus (Domestic cat)
	98.2079

	92.73%
	91.7% core

	-
	-
	-
	-

	33. 
	Ailuropoda melanoleuca (Giant panda)
	97.8648

	90.66%
	92.0% core

	-
	-
	-
	-

	34. 
	Loxodonta Africana (African Savanna elephant)
	96.0714

	87.20%
	91.6% core

	-
	-
	-
	-

	35. 
	Jaculus jaculus (Lesser Egyptian jerboa)
	97.1014

	94.46%
	91.2% core

	-
	-
	-
	-

	36. 
	Macaca nemestrina (pig-tailed macaque)
	96.4286

	94.81%
	90.2% core

	-
	-
	-
	-

	37. 
	Mandrillus leucophaeus (drill)
	96.0714

	94.12%
	91.1% core

	-
	-
	-
	-

	38. 
	Symphalangus syndactylus (siamang)
	96.7857

	94.12%
	91.0% core

	-
	-
	-
	-

	39. 
	Pongo pygmaeus (Bornean orangutan)
	96.4286

	92.39%
	90.6% core

	-
	-
	-
	-

	40. 
	Chlorocebus sabaeus (Bornean orangutan)
	96.0714

	91.00%
	89.9% core

	97.2041
	93.47%
	92.6% core
	0.406

	41. 
	Nomascus leucogenys (northern white-cheeked gibbon)
	95.7143

	93.43%
	91.0% core

	-
	-
	-
	-

	42. 
	Pongo abelii (Sumatran orangutan)
	96.4286

	92.73%
	90.6% core

	-
	-
	-
	-

	43. 
	Gorilla gorilla gorilla (western lowland gorilla)
	96.0573

	94.81%
	90.6% core

	-
	-
	-
	-

	44. 
	Cavia porcellus (domestic guinea pig)
	96.0854

	89.97%
	91.5% core

	-
	-
	-
	-

	45. 
	Grammomys surdaster (African woodland thicketra)
	96.7509

	93.08%
	91.5% core

	-
	-
	-
	-

	46. 
	Marmota flaviventris (yellow-bellied marmot)
	98.556

	94.46%
	91.5% core

	-
	-
	-
	-

	47. 
	Meriones unguiculatus (Mongolian gerbil)
	97.1326

	93.43%
	91.2% core

	-
	-
	-
	-

	48. 
	Mus Pahari (shrew mouse)
	98.2143

	94.12%
	91.9% core

	-
	-
	-
	-

	49. 
	Mus caroli (Ryukyu mouse)
	97.1326

	92.04%
	91.5% core

	-
	-
	-
	-

	50. 
	Rhinopithecus bieti (black snub-nosed monkey)
	95

	90.66%
	91.3% core

	-
	-
	-
	-

	51. 
	Cebus imitator (Panamanian white-faced capuchin)
	96.0573

	93.43%
	90.7% core

	-
	-
	-
	-

	52. 
	Marmota marmota marmota (Alpine marmot)
	98.5507

	94.46%
	91.5% core

	-
	-
	-
	-

	53. 
	Dipodomys ordii (Ord's kangaroo rat)
	96.7857

	87.20%
	91.6% core

	-
	-
	-
	-

	54. 
	Fukomys damarensis (Damara mole-rat)
	98.2206

	83.74%
	91.9% core

	-
	-
	-
	-

	55. 
	Chinchilla lanigera (long-tailed chinchilla)
	94.2238

	91.00%
	91.1% core

	-
	-
	-
	-

	56. 
	Ictidomys tridecemlineatus (thirteen-lined ground squirrel)
	97.1014

	93.08%
	91.9% core

	-
	-
	-
	-

	57. 
	Octodon degus (degu)
	95.6989

	90.66%
	91.1% core

	-
	-
	-
	-

	58. 
	Otolemur garnettii (small-eared galago)
	95.2206

	92.28%
	89.6% core

	95.7351
	93.61%
	92.3% core
	0.359

	59. 
	Nannospalax galili (Upper Galilee mountains blind mole rat)
	98.5663

	92.39%
	91.2% core

	-
	-
	-
	-

	60. 
	Castor canadensis (American beaver)
	97.786

	82.01%
	90.7% core

	-
	-
	-
	-
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