Table S1: Primer and Oligo Sequences

	Name
	Sequence (5’-3’)

	miR-130b-5p-QPCR
	LOOP：CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGAGTAGTGC

	
	Forward：CTGGTAGGACTCTTTCCCTGTTGCACT

	
	Reverse：TCAACTGGTGTCGTGGAGTCGGC

	miR-326-3p-QPCR
	LOOP：CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGGCTGGAGG

	
	Forward：CTGGTAGGCCTCTGGGCCCTTCCTCCAG

	
	Reverse：TCAACTGGTGTCGTGGAGTCGGC

	miR-330-5p-QPCR
	LOOP：CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGCTAAGTCT

	
	Forward：CTGGTAGGTCTCTGGGCCTGTGTCTTAG

	
	Reverse：TCAACTGGTGTCGTGGAGTCGGC

	miR-423-3p-QPCR
	LOOP：CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGACTGAGG

	
	Forward：CTGGTAGGAGCtCGGtCtGAGGCCCCtC

	
	Reverse：TCAACTGGTGTCGTGGAGTCGGC

	miR-671-5p-QPCR
	LOOP：CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGCCTCCAG

	
	Forward：CTGGTAGGAGGAAGCCCTGGAGGGGCTG

	
	Reverse：TCAACTGGTGTCGTGGAGTCGGC

	U6
	LOOP：CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGA

AAAATATGGAACGCT

	
	Forward：CTGGTAGGGTGCTCGCTTCGGCAG

	
	Reverse：CAACTGGTGTCGTGGAGTCGGC

	D1
	Forward：CTAGCTAGCCAGAAATAGGAGAAGAGACAGGGT

	D2
	Forward：CTAGCTAGCTGAAACAGATCCGCCGAGAA

	D3
	Forward：CTAGCTAGCCTCCCCGTGCTACCTATGTAGAT

	DR
	Reverse：CCGCTCGAGGCTGTTGAGATAGCTGGAGTGC

	pLCDH-8219
	Forward：CTAAAATAAAATCTGTTCAATTAACGAATTCTGAAATATGCTATCTTACAGATCCCAGGCTTTGGTCCA

	
	Reverse：GGCGTTATCATCCCAAATTAGTGGATCCTCAAGAAAAAATATATTCACCCTGGGGGCAGTCCTTGAT

	8219-pmirGLO
	Forward：GGGTTTAAACTCCAGAGGCATACATGTGTGA

	
	Reverse：CTAGCTAGCTCGGAGAAGTGCTCGGTGA

	FZD7-pmirGLO
	Forward：GGGTTTAAACAGCTAACCTTTACTCCACCTTTG

	
	Reverse：CCGCTCGAGAGTCTTTCTGCTCCTCACGTAG

	FZD7-QPCR
	Forward：ATGAGCCCCGACTTTACCG

	
	Reverse：AGGATTGTGTTGCTGGATTGG

	8219-QPCR
	Forward：TGTGCTTCAACAAAGGGCACTA


	
	Reverse：TTCTCTCTCGTGTAGGCTTGGA

	WWTR1-QPCR
	Forward：ACATCTCCGTCAGCAGTCCAA

	
	Reverse：ATCACAAGATTCGGCTGAGACA

	ATP6V1A-QPCR 
	Forward：TATCTTggTgCCCgTTTgg

	
	Reverse：TCTTATCTAAgCCCCAgAACACC

	PRKCI-QPCR
	Forward：ggACgACAggTAggCgAAA

	
	Reverse：CgAACCTCATTACAAAgACCCTC

	GLI2-QPCR
	Forward：AGTGACGCCAATCAGAACAAG

	
	Reverse：TCGGCTTCAGTTTTGACCTT

	SESN2-QPCR
	Forward：AAgACCACCCgAAgAATgTACAA

	
	Reverse：ggTAggTgggTATgggACAgTAA

	EIF4E2-QPCR
	Forward：AATggCggAAAgTggATAAT

	
	Reverse：CATTTTgATgCTgTCggTgT

	YY1-QPCR
	Forward：GATGACGCTCCAAGAACAATAG

	
	Reverse：GATGTGAGATTTCAGGTTCGTTG

	YY1-ChIP
	Forward：CCTTGGCTAAGCAGACCCG

	
	Reverse：CCTCCCTCCTCTCGCTATCA

	ZCCHC24-QPCR
	Forward：ACCGAACACTTCTCCGACCT

	
	Reverse：GAGTTGCCGCTCATCCATTT

	Si-8219-1
	CCCAGGATCCCAGGCTTTG

	Si-8219-2
	CCAGGATCCCAGGCTTTGG

	Si-8219-3
	CAGGATCCCAGGCTTTGGT

	circ-0008219 probe
	CY3-ACCAA AGCCT GGGAT CCTGG GGGCA GTCCT-CY3


Note: PF was upstream primer. PR was downstream primer. The part highlighted with red was enzyme site induced.
Text S1. Sequence of circ_0008219
ATCCCAGGCTTTGGTCCAAGCCTACACGAGAGAGAAAAGAGGCCCAGAGAGGGAAAGGGCTGGGCCAGAGTCACAGAGCAGGGTGTCCAGGGAGCCAAGAAGAGTGAGGGCTGTATCCTCCAGGGAGGAGTGCCGGACCTCCAGAGGCATACATGTGTGAGGTGTGGGCTCTGTCCTGGTTGGAGGAGGGGTGTCTTGATTCCCTGGGACCAGCTCTCAGCTTACTACCCTCCCTTCCTACACTGAGGGGACACAGAAAAAGAACTGGTATGCCCAAGAACTGGAGCCTAGTAACCTGAGCCCCGTGCCCAGGTTTGTCATCAGCCCCTGGGAAGCTACCTCTTTCTAGTCTTGGCCTGGCCCCGGGAGAAGGGTCTCATGGCCAGCCTTACTGCAGGCCCCACCTTTGCTGAATTCCAGTGTGCCTGGCCGCCCAGAGCCCGTGACTCCTATAAATAGAGGCTGTATACACCAGGAGGGGGCCTGGGCCACGTCTGCTTTGAAGCCAGGCAAGACATCTGGTTCCTGTCAACTGGAGGTGGGAGAGGTGAGAGAGGTGGGCCGTTTCCTCCCCGGGCTTCCAGAGAGCTGGCCCAGACTGGGCTGAGGGCTCCCCGGACCCACTGTGCACAGGCGTCGGCCTGCAGGAGACCAGGCAAAGTGCCGAACTTCAGTGTCCTCTTCTGTACAGTGGAAACGAGGCTGCGAGCTGGTCACCCCACCAGCACACGGCAGAGATGCGGCTCTCGTAGGTGGCTTTCTGCTGCTTGTCTTACCTCCTGGCAGCGTGTAAAGAACTAATGATCACCACCGTCACCATCATCATGTACTGAGTACTTCGCCAGTGCCAGGCAGGAAATAAAGGGCTATGTTAGCCTCCTAGAAACCCTTGGAGGTAGCTGTCATTACTCCTGTTTACTGGATGGGGTCACTGGGGTCCCGAGTGGTTCACTGGCTTGTCCATGGATGCACAACTCGAGCAGGGATTTGAACATGGGCTCCAGGAAGCTGGAGCCCACAGGTGACTAAAGAGTCAGTATGAAACTAGGAATGAAACCACCATATGACCCAGTAATCCCACGCCTAGGCATATACCCTGAGGAAACGAAAATTGAAAAAGACACACGTATCCCATTGTTCATTGCAACACTATTTGAACTATAGAACATGGAAGCAACCTAGATGTCCGTCAACAGATGAATGAATAAAAAGTTGTGTACATATACACAATGGAATATTATCAGCCATAAAAAGAAACACATTTGAGTCAGTTCTAATGAGGTGGATGAACTTAGAACCTATTATACAGAGTGAAGTAAGTCAGAAAGAGAAAAATAAACATTATATTCTAATGCATATATACAGAATCTAGAAAAATGGTGCTGAAGAATTTATTTGCAGGGCAGCAATGGAGAAACAGACTTAGGGAATAGACTTATGGACAGGGGAGAGGGGAGGAGAGGGTGAGATGTATGGAAAGAGTAACATGGAAACTTATATTACCATATGTAAAATAGATAGCCAACGGGAATTTGCTGTATGGCTCAGGAAACTCAAACGGGCTCTGTATCAACCTGGAGGCGTGGGATGGGGAGGGAGATGGGAGGGGGGTTCAGAAGAGAGGGGATATATGTATACCTATGGCTGATTCGTGTTGAGGTTTGACAGAAAGCAACAAAATTCTGTAAAGCAATTATCCTTCAATAAAAAATAAGAAAAAAGAAAAATCAGGGAAGACAAAAAACAAAGACTGGGTATGAATGCGCGTGTGTGTAGGAGCCTGTGGAAGCACGGCTGCACCTTGGGCCGGGCCCCCAGGCCTCACAGCCTCCGTCCCCCTCAGGCGCTGGGCAGCAGCGTGTACAAGAGCGCCTCACCCTACGGCTCCCTCAGCAACATCGCCGACGGCCTCAGCTCCCTCACCGAGCACTTCTCCGACCTGACCCTCGCCTCCGAGACCCGCAAGCCCAGCAAGCGGCCCCCACCCAACTACCTGTGCCACCTGTGCTTCAACAAAGGGCACTACATCAAGGACTGCCCCCAGG
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