Supplementary Figure
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Figure S1. Comparative analysis of phylogeny, conserved motifs, and gene structures of Sox genes in three crab species. (A) Phylogenetic analysis of Sox proteins. (B) Conserved motifs of Sox proteins. Colored boxes represent different motifs visually. (C) HMG-box domain models of the Sox gene family in the Conserved Domain Database. (D) Gene structure of the Sox gene family. Exons (coding sequences, CDS) and introns are represented by green boxes and gray lines, respectively. Yellow boxes indicate untranslated regions (UTRs) at the 5' or 3' ends.
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