

Table 1 shows the Distribution of clades using different naming systems, the WHO clade system, Nextstrain system, and Pango lineage. It also shows the NextClade QC score for each sample and the genome coverages. 
	Sequence_Id
	clade_who
	clade_nextstrain
	pango_lineage
	Nexclade_QC_score
	Genome_coverage

	ARH2440
	Omicron
	22E
	BQ.1.1
	good
	99.62

	ARH2464
	Omicron
	22E
	BQ.1.1
	good
	99.71

	ARH2488
	Omicron
	outgroup
	BA.1
	bad
	98.30

	ARH2505
	Omicron
	22E
	BQ.1.1
	good
	97.92

	DRH2941
	Omicron
	22F
	FY.4.1
	good
	99.08

	DRH2946
	Omicron
	22F
	FY.1
	good
	95.81

	DRH3007
	Omicron
	23B
	XBB.1.16.8
	mediocre
	99.49

	DRH3009
	Omicron
	22F
	HB.1
	good
	98.32

	DRH3010
	Omicron
	22F
	FY.4.1
	good
	99.38

	DRH3033
	Omicron
	22F
	FY.4.1
	good
	99.01

	IST1025
	Omicron
	22F
	XBB.1
	bad
	89.92

	KDH6125
	Omicron
	22F
	XBB
	good
	98.33

	KDH6132
	Omicron
	22A
	BA.4.1.9
	good
	96.41

	KDH6141
	Omicron
	22E
	BQ.1.1.11
	good
	98.35

	KDH6197
	Omicron
	22E
	BQ.1.1.11
	good
	99.46

	KDH6721
	Omicron
	22E
	BQ.1.1
	mediocre
	98.05

	KLC0176
	Omicron
	22A
	BA.4.1.11
	bad
	99.51

	KLC0178
	Omicron
	22F
	XBB.2
	mediocre
	99.71

	KLC0199
	Omicron
	22E
	BQ.1.1
	good
	97.91

	KLC231
	Omicron
	22F
	XBB.3
	good
	99.08

	KRH0410
	Omicron
	22E
	BQ.1.1
	good
	98.47

	MDH1529
	Omicron
	22E
	BQ.1.1
	good
	99.55

	MDH1543
	Omicron
	22E
	BQ.1.1
	good
	98.53

	MDH1545
	Omicron
	22E
	BQ.1.1
	good
	99.72

	MGH138
	Omicron
	22A
	BA.4.1.11
	good
	97.58

	MGH301
	Omicron
	23D
	EG.1.6
	mediocre
	99.38

	MGH303
	Omicron
	22F
	HB.1
	mediocre
	98.68

	MHC662
	Omicron
	22F
	XBB
	good
	98.65

	MHC670
	Omicron
	22E
	BQ.1.1
	good
	96.17

	MMH9213
	Omicron
	22A
	BA.4.1.11
	good
	97.23

	MMH9238
	Omicron
	22F
	XBB.2
	good
	96.89

	MSH0015
	Omicron
	22E
	BQ.1.1.53
	good
	99.65

	MTH0300
	Omicron
	22A
	BA.4.1.11
	bad
	98.56

	MTH0329
	Omicron
	22E
	BQ.1.1
	good
	99.71

	MTH0331
	Omicron
	22E
	BQ.1.1
	good
	99.72

	MTH0344
	Omicron
	22A
	BA.4.1.11
	mediocre
	99.09

	MTH280
	Omicron
	22F
	XBB.1
	good
	98.11

	MTH285
	Omicron
	22F
	XBB.2
	good
	96.16

	MTH291
	Omicron
	22A
	BA.4.1.11
	mediocre
	98.74

	NDH0830
	Omicron
	22F
	XBB.2
	good
	98.27

	NDH0833
	Omicron
	22F
	XBB.2
	good
	99.09

	NDH0842
	Omicron
	22F
	XBB.2
	good
	97.88

	NDH0843
	Omicron
	22F
	XBB.2
	good
	97.98

	NDH0844
	Omicron
	22F
	XBB.2
	mediocre
	97.19

	NDH0845
	Omicron
	22F
	XBB.2
	mediocre
	97.36

	NDH0846
	Omicron
	22F
	XBB.2
	good
	98.49

	NDH0847
	Omicron
	22F
	XBB.2
	mediocre
	97.86

	NDH0848
	Omicron
	22F
	XBB.2
	good
	98.65

	NDH0854
	Omicron
	22E
	BQ.1.1
	mediocre
	97.55

	NDH0862
	Omicron
	22F
	XBB.2
	good
	97.17

	NDH829
	Omicron
	22F
	XBB.2
	mediocre
	97.78

	NDH832
	Omicron
	22F
	XBB.2
	good
	96.91

	NDH834
	Omicron
	22F
	XBB.2
	good
	98.30

	NDH835
	Omicron
	22F
	XBB.2
	mediocre
	96.08

	NDH836
	Omicron
	22F
	XBB.2
	good
	97.13

	NDH837
	Omicron
	22F
	XBB.2
	good
	96.65

	NDH839
	Omicron
	22F
	XBB.2
	good
	96.55

	NDH840
	Omicron
	22F
	XBB.2
	good
	98.77

	NDH841
	Omicron
	22F
	XBB.2
	good
	98.65

	RHC0404
	Omicron
	22F
	XBB.2
	good
	95.16

	RHC0423
	Omicron
	22F
	XBB.2
	good
	98.37

	RHC0431
	Omicron
	22F
	XBB.2
	mediocre
	99.69

	RHC0474
	Omicron
	22F
	XBB.2
	good
	98.12

	SBH1066
	Omicron
	22F
	XBB.2
	good
	98.77

	SBH1079
	Omicron
	outgroup
	BA.1
	bad
	99.48

	SBH1081
	Omicron
	22F
	XBB.2
	mediocre
	99.61

	SBH1098
	Omicron
	22F
	XBB.2
	good
	99.55

	SBH1102
	Omicron
	22F
	XBB.2
	good
	95.32

	SBH1113
	Omicron
	22F
	XBB.2
	good
	98.87

	SBH1130
	Omicron
	22E
	BQ.1.1
	bad
	84.61

	SBH1140
	Omicron
	22F
	XBB.2
	good
	96.21

	SRH0125
	Omicron
	22A
	BA.4.1.11
	bad
	98.73

	STG0115
	Omicron
	22F
	XBB.3.2
	good
	98.71

	STG0313
	Omicron
	23B
	XBB.1.16
	mediocre
	99.71

	STG0321
	Omicron
	22F
	HB.1
	mediocre
	98.80

	STG095
	Omicron
	23B
	XBB.1.16
	mediocre
	95.49

	STG118
	Omicron
	22F
	XBB.2
	good
	98.20

	STG131
	Omicron
	22A
	BA.4.1.11
	mediocre
	99.55

	STG133
	Omicron
	22F
	XBB.3.2
	good
	99.55

	STG134
	Omicron
	22E
	BQ.1.1
	good
	99.25

	TRH0395
	Omicron
	22A
	BA.4.1.11
	good
	96.82

	TRH0411
	Omicron
	outgroup
	BA.1
	bad
	99.55

	TRH0495
	Omicron
	22F
	XBB.2
	good
	99.55
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Figure 1: Heatmaps showing the distribution of SARS-CoV-2-positivity and genomic diversity across Tanzania regions. Panel A shows the temporal distribution of SARS-CoV-2-positive cases from November 2022 to July 2023 across multiple regions, with color intensity indicating case counts. Panel B illustrates the relative distribution of major SARS-CoV-2 clades across the same areas. Panel C presents the relative distribution of SARS-CoV-2 lineages, highlighting the diversity and prevalence of lineages.
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