[bookmark: _GoBack]Supplementary Figure 2: Conserved domain validation of chimeric gene in the                                                                                                                           Schlechtendalia chinensis genome.
NCBI CD-Search analysis shows the presence of expected functional domains in the chimeric genes. The Schi05G009250.1 protein contains a U-box domain and PPIase/cyclophilin-type domain, consistent with RING-Ubox–PPIL2 family proteins.
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Protein classification: PPIL2 family cyclophilin-type peptidylprolyl isomerase containing a Ubox domain, may act as an E3 ubiquitin protein ligase and may

catalyze the cis-trans isomerization of proline imidic peptide bonds in oligopeptides thereby assisting the folding of proteins; similar to peptidyl-prolyl cis-trans
isomerase-like 2 (PPIL2)

|CATH: 3.30.40.10 | 2.40.100.10 [EC: 2.3.2.27 | 5.2.1.8/(Gene Ontology: GO:0004842 | GO:0016567 | GO:0006457 | GO:0003755)
(PubMed: 15189447 | 12627222 | 10704423 | 11435423 | 14731520 | 15998457 | 15353287)
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