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[image: Fig S1_画板 1]Figure S1. Scatter plots of gene significance (GS) and module membership (MM) in key modules. (A) Orangered4 module for AAE9. (B) Darkgreen module for AAE13. (C) Ivory module for AAE18. (D) Midnightblue module for TYE9. (E) Darkgrey module for TYE13. (F) Cyan module for TYE18. AA, Arbor Acres; TY, TaoYuan; E9, embryonic day 9; E13, embryonic day 13; E18, embryonic day 18.
[image: Fig S2_画板 1]Figure S2. Heatmap of 161 candidate genes from clusters 1, 5, 9, and 3. AA, Arbor Acres; TY, TaoYuan; E9, embryonic day 9; E13, embryonic day 13; E18, embryonic day 18.
[image: Fig S3_画板 1]Figure S3. Proliferation of transfected CPMs evaluated by EdU assay. Mimics-NC: mimic negative control, mimics-1744: gga-miR-1744-3p mimic, inhibitor-NC: inhibitor negative control, inhibitor-1744: gga-miR-1744-3p inhibitor.
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Table S1. Summary of RNA-seq data.
Table S2. PCR primer specifications.
Table S3. Number of differentially expressed genes in AA broilers.
Table S4. Number of differentially expressed microRNAs in AA broilers.
Table S5. Number of differentially expressed genes in TaoYuan chickens.
Table S6. Number of differentially expressed microRNAs in TaoYuan chickens.
Table S7. Kyoto Encyclopedia of Genes and Genomes pathways of hub genes were enriched.
Table S8. Number of differentially expressed genes between AA broilers and TaoYuan chickens.
Table S9. Kyoto Encyclopedia of Genes and Genomes pathways of hub genes were enriched.
Table S10. Number of differentially expressed microRNAs between AA broilers and TaoYuan chickens.
Table S11. Identify the intersection gene that may bind to gga-miR-1744-3p.
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Module membership vs. gene significance
cor=0.68, p=2.6e—14
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Module membership vs. gene significance
cor=0.58, p=6.7e—104
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Module Membership in darkgreen module
Module membership vs. gene significance
cor=0.45, p=5.8e—30
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Module Membership in darkgrey module

Gene significance for AAE18

Gene significance for TYE18

Module membership vs. gene significance

cor=0.71, p=9.2e—29
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Module membership vs. gene significance
cor=0.37, p=4.8e—38
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