Table S1. Cycle threshold (Ct) values obtained from triplicate RT-qPCR assays of six ovine samples per experimental group using primers targeting hsa-let-7c-5p, oar-miR-16b, bta-let-7f, bta-miR-191 miRNAs, and U6 snRNA. All assays demonstrated high technical precision, with a coefficient of variation (CV) consistently below 5%. These data were used for the comprehensive abundance-stability analysis through RefFinder.
 
	group 
	sample 
	miRNA 

	
	
	hsa-let-7c-5p 
	bta-miR-191 
	 oar-miR-16b 
	 bta-let-7f 
	U6 

	control 
	CN-4 rep-1 
	25.11 
	22.83 
	22.66 
	23.72 
	28.58 

	
	CN-4 rep-2 
	24.79 
	22.88 
	22.67 
	23.67 
	28.01 

	
	CN-4 rep-3 
	24.75 
	22.86 
	22.58 
	23.61 
	27.85 

	
	CN-6 rep-1 
	26.04 
	24.39 
	24.83 
	24.82 
	27.85 

	
	CN-6 rep-2 
	26.57 
	24.65 
	25.08 
	25.19 
	28.70 

	
	CN-6 rep-3 
	26.41 
	24.80 
	24.86 
	25.24 
	28.30 

	
	CN-11 rep-1 
	26.48 
	24.90 
	24.52 
	24.71 
	28.64 

	
	CN-11 rep-2 
	26.51 
	24.90 
	24.46 
	24.77 
	28.81 

	
	CN-11 rep-3 
	26.45 
	25,00 
	24.66 
	24.91 
	28.83 

	
	CN-18 rep-1 
	25.90 
	23.47 
	22.59 
	25.57 
	27.62 

	
	CN-18 rep-2 
	26.11 
	23.85 
	22.97 
	25.91 
	27.80 

	
	CN-18 rep-3 
	26.76 
	24.02 
	23.15 
	26.19 
	28.29 

	
	CN-19 rep-1 
	26.86 
	25.37 
	25.30 
	25.48 
	28.79 

	
	CN-19 rep-2 
	26.89 
	25.48 
	25.27 
	25.70 
	28.79 

	
	CN-19 rep-3 
	26.74 
	25.04 
	25.44 
	25.54 
	28.71 

	
	CN-25 rep-1 
	26.02 
	23.38 
	23.54 
	25.96 
	28.53 

	
	CN-25 rep-2 
	26.29 
	23.68 
	23.58 
	26.01 
	28.70 

	
	CN-25 rep-3 
	26.64 
	23.92 
	23.77 
	26.26 
	28.62 

	1 DPI 
	1DPI-7 rep-1 
	25.38 
	23.58 
	22.07 
	24.64 
	27.86 

	
	1DPI-7 rep-2 
	25.50 
	23.83 
	22.02 
	24.53 
	27.83 

	
	1DPI-7 rep-3 
	25.46 
	23.61 
	21.80 
	24.43 
	27.86 

	
	1DPI-8 rep-1 
	26.40 
	24.90 
	23.90 
	25.55 
	28.92 

	
	1DPI-8 rep-2 
	26.60 
	24.96 
	23.93 
	25.23 
	29.17 

	
	1DPI-8 rep-3 
	26.74 
	24.83 
	24.07 
	25.34 
	29.29 

	
	1DPI-13 rep-1 
	26.48 
	24.21 
	23.45 
	25.67 
	28.44 

	
	1DPI-13 rep-2 
	26.52 
	24.25 
	23.58 
	25.34 
	28.62 

	
	1DPI-13 rep-3 
	26.64 
	24.54 
	23.61 
	25.66 
	28.58 

	
	1DPI-15 rep-1 
	25.55 
	23.43 
	23.73 
	23.94 
	29.15 

	
	1DPI-15 rep-2 
	25.55 
	23.47 
	23.70 
	23.73 
	29.16 

	
	1DPI-15 rep-3 
	25.44 
	23.64 
	23.83 
	24.14 
	28.90 

	
	1DPI-16 rep-1 
	24.97 
	23.23 
	22.26 
	23.83 
	28.82 

	
	1DPI-16 rep-2 
	25.08 
	23.62 
	22.27 
	23.82 
	28.96 

	
	1DPI-16 rep-3 
	25.29 
	23.83 
	22.20 
	23.95 
	28.73 

	
	1DPI-30 rep-1 
	23.45 
	22.71 
	22.22 
	22.28 
	29.26 

	
	1DPI-30 rep-2 
	23.93 
	22.86 
	22.66 
	22.75 
	29.64 

	
	1DPI-30 rep-3 
	23.64 
	22.68 
	22.16 
	22.44 
	29.51 

	3 DPI 
	3DPI-1 rep-1 
	29.61 
	25.67 
	25.04 
	28.39 
	27.96 

	
	3DPI-1 rep-2 
	29.61 
	25.86 
	25.21 
	28.88 
	28.33 

	
	3DPI-1 rep-3 
	29.50 
	25.95 
	24.78 
	28.47 
	28.04 

	
	3DPI-21 rep-1 
	27.82 
	24.90 
	23.56 
	27,00 
	27.21 

	
	3DPI-21 rep-2 
	27.95 
	25.25 
	23.74 
	27.14 
	27.38 

	
	3DPI-21 rep-3 
	28.59 
	25.17 
	23.77 
	27.27 
	27.67 

	
	3DPI-22 rep-1 
	27.57 
	25.25 
	23.73 
	26.63 
	28.32 

	
	3DPI-22 rep-2 
	27.91 
	25.71 
	23.77 
	26.86 
	28.56 

	
	3DPI-22 rep-3 
	28.17 
	25.96 
	23.91 
	27.22 
	28.60 

	
	3DPI-24 rep-1 
	27.89 
	25.10 
	23.79 
	27.43 
	27.67 

	
	3DPI-24 rep-2 
	27.71 
	25.03 
	23.57 
	26.95 
	27.27 

	
	3DPI-24 rep-3 
	27.69 
	25.04 
	23.68 
	27.58 
	27.54 

	
	3DPI-26 rep-1 
	29.38 
	26.77 
	25.45 
	28.94 
	28.11 

	
	3DPI-26 rep-2 
	29.69 
	26.84 
	25.52 
	28.98 
	28.27 

	
	3DPI-26 rep-3 
	29.64 
	27.10 
	25.66 
	29.12 
	28.47 

	
	3DPI-29 rep-1 
	28.09 
	25.25 
	23.79 
	27.92 
	28.32 

	
	3DPI-29 rep-2 
	28.36 
	25.27 
	23.87 
	27.88 
	28.62 

	
	3DPI-29 rep-3 
	28.17 
	25.35 
	24.04 
	27.85 
	28.65 

	9 DPI 
	9DPI-3 rep-1 
	26.62 
	25.26 
	24.68 
	25.71 
	29.53 

	
	9DPI-3 rep-2 
	27.07 
	25.74 
	24.68 
	26.08 
	29.41 

	
	9DPI-3 rep-3 
	27.43 
	26.19 
	24.76 
	26.16 
	29.74 

	
	9DPI-9 rep-1 
	28.73 
	26.96 
	26.42 
	28.13 
	29.47 

	
	9DPI-9 rep-2 
	29.26 
	26.99 
	26.49 
	28.33 
	29.50 

	
	9DPI-9 rep-3 
	29.10 
	26.76 
	26.39 
	28.23 
	29.46 

	
	9DPI-12 rep-1 
	27.36 
	25.01 
	22.81 
	26.90 
	27.93 

	
	9DPI-12 rep-2 
	27.76 
	24.76 
	23.17 
	27.04 
	28.83 

	
	9DPI-12 rep-3 
	27.31 
	24.80 
	22.84 
	26.54 
	26.30 

	
	9DPI-14 rep-1 
	28.28 
	26.29 
	25.66 
	27.59 
	28.71 

	
	9DPI-14 rep-2 
	28.40 
	26.01 
	25.68 
	27.53 
	28.72 

	
	9DPI-14 rep-3 
	28.23 
	26.55 
	25.70 
	27.74 
	28.68 

	
	9DPI-27 rep-1 
	25.88 
	23.56 
	21.67 
	25.10 
	27.54 

	
	9DPI-27 rep-2 
	26.27 
	23.60 
	21.77 
	25.24 
	27.83 

	
	9DPI-27 rep-3 
	25.84 
	23.96 
	21.76 
	25.39 
	27.79 

	
	9DPI-28 rep-1 
	30.63 
	28.31 
	26.05 
	29.75 
	29.89 

	
	9DPI-28 rep-2 
	30.17 
	28.07 
	26.23 
	29.65 
	29.61 

	
	9DPI-28 rep-3 
	31.15 
	28.21 
	26.32 
	30.33 
	29.90 

	17 DPI 
	17DPI-2 rep-1 
	26.91 
	24.30 
	23.45 
	26.73 
	28.70 

	
	17DPI-2 rep-2 
	26.96 
	24.47 
	23.57 
	26.67 
	28.71 

	
	17DPI-2 rep-3 
	26.77 
	24.21 
	23.16 
	26.66 
	28.68 

	
	17DPI-5 rep-1 
	27.94 
	26.01 
	25.41 
	27.33 
	28.54 

	
	17DPI-5 rep-2 
	27.76 
	25.85 
	24.94 
	26.98 
	28.25 

	
	17DPI-5 rep-3 
	28.39 
	26.01 
	25.48 
	27.31 
	28.64 

	
	17DPI-10 rep-1 
	28.16 
	26.26 
	25.38 
	27.42 
	29.93 

	
	17DPI-10 rep-2 
	28.49 
	26.66 
	25.22 
	27.46 
	29.44 

	
	17DPI-10 rep-3 
	28.30 
	26.63 
	25.24 
	27.38 
	29.73 

	
	17DPI-17 rep-1 
	25.48 
	23.25 
	21.13 
	24.90 
	27.19 

	
	17DPI-17 rep-2 
	25.60 
	23.34 
	21.26 
	25.45 
	27.81 

	
	17DPI-17 rep-3 
	25.69 
	23.02 
	21.11 
	25.37 
	27.46 

	
	17DPI-20 rep-1 
	26.81 
	24.88 
	24.75 
	25.12 
	28.96 

	
	17DPI-20 rep-2 
	26.25 
	24.97 
	24.71 
	25.09 
	28.63 

	
	17DPI-20 rep-3 
	26.11 
	24.63 
	24.56 
	24.72 
	28.06 

	
	17DPI-23 rep-1 
	27.20 
	25.08 
	24.43 
	26.20 
	28.71 

	
	17DPI-23 rep-2 
	27.27 
	25.09 
	24.35 
	26.05 
	28.48 

	
	17DPI-23 rep-3 
	27.60 
	25.53 
	24.41 
	26.47 
	28.85 










Table S2. Determination of the optimal number of reference miRNAs based on pairwise variation (Vn/V[n+1]) analysis.

	Comparison
	Pairwise Variation
(Vn/V[n+1])
	Value
	Threshold
	Interpretation

	n=2 vs n=3
	V2/3
	0.124
	0.150
	Stability reached; 3 genes are optimal.

	n=3 vs n=4
	V3/4
	0.118
	0.150
	Marginal improvement in stability.

	n=4 vs n=5
	V4/5
	0.162
	0.150
	Stability decrease; 5th gene adds noise.







Table S3. Cycle threshold (Ct) values from triplicate RT-qPCR of six ovine samples per experimental group using primers for fhe-miR-Novel-11-5p. oar-mir-133-5p and oar-miR-3957-3p miRNAs. All assays demonstrated high technical precision, with a coefficient of variation (CV) consistently below 5%.

	group
	sample
	miRNA

	
	
	 fhe-miR-Novel-11-5p 
	oar-mir-133-5p
	oar-miR-3957-3p

	control
	CN-4 rep-1
	27.28
	29.88
	34.16

	
	CN-4 rep-2
	27.43
	29.89
	34.08

	
	CN-4 rep-3
	27.36
	29.76
	34.15

	
	CN-6 rep-1
	28.94
	30.92
	33.96

	
	CN-6 rep-2
	29.01
	30.79
	33.58

	
	CN-6 rep-3
	28.96
	30.44
	33.58

	
	CN-11 rep-1
	29.47
	32.65
	33.9

	
	CN-11 rep-2
	29.43
	32.38
	32.93

	
	CN-11 rep-3
	29.50
	33.13
	34.06

	
	CN-18 rep-1
	28.75
	29.69
	33.21

	
	CN-18 rep-2
	29.04
	29.00
	33.12

	
	CN-18 rep-3
	29.00
	29.00
	33.48

	
	CN-19 rep-1
	31.10
	31.57
	33.24

	
	CN-19 rep-2
	31.13
	31.31
	33.74

	
	CN-19 rep-3
	31.35
	31.22
	34.65

	
	CN-25 rep-1
	33.58
	30.28
	32.74

	
	CN-25 rep-2
	33.75
	30.86
	32.96

	
	CN-25 rep-3
	33.67
	31.35
	32.54

	1 DPI
	1DPI-7 rep-1
	30.99
	30.78
	34.01

	
	1DPI-7 rep-2
	30.95
	30.74
	34.42

	
	1DPI-7 rep-3
	30.79
	30.70
	33.83

	
	1DPI-8 rep-1
	31.57
	30.09
	33.22

	
	1DPI-8 rep-2
	32.10
	30.83
	34.17

	
	1DPI-8 rep-3
	31.29
	30.62
	33.98

	
	1DPI-13 rep-1
	30.66
	30.82
	34.44

	
	1DPI-13 rep-2
	30.62
	31.00
	34.60

	
	1DPI-13 rep-3
	30.64
	30.64
	34.07

	
	1DPI-15 rep-1
	31.37
	30.82
	32.66

	
	1DPI-15 rep-2
	31.88
	30.68
	32.14

	
	1DPI-15 rep-3
	31.62
	30.66
	32.44

	
	1DPI-16 rep-1
	30.46
	30.60
	32.93

	
	1DPI-16 rep-2
	30.47
	31.15
	34.48

	
	1DPI-16 rep-3
	30.14
	31.00
	34.98

	
	1DPI-30 rep-1
	28.06
	30.72
	34.72

	
	1DPI-30 rep-2
	28.38
	30.72
	34.58

	
	1DPI-30 rep-3
	28.22
	30.58
	33.92

	3 DPI
	3DPI-1 rep-1
	35.17
	31.62
	33.57

	
	3DPI-1 rep-2
	35.61
	31.97
	33.25

	
	3DPI-1 rep-3
	34.57
	32.00
	33.65

	
	3DPI-21 rep-1
	34.68
	30.72
	32.88

	
	3DPI-21 rep-2
	33.64
	31.33
	33.65

	
	3DPI-21 rep-3
	35.30
	31.05
	33.71

	
	3DPI-22 rep-1
	35.96
	29.33
	34.37

	
	3DPI-22 rep-2
	33.93
	29.61
	34.51

	
	3DPI-22 rep-3
	34.29
	29.90
	33.78

	
	3DPI-24 rep-1
	34.10
	28.95
	33.72

	
	3DPI-24 rep-2
	34.40
	28.61
	33.31

	
	3DPI-24 rep-3
	32.97
	28.60
	33.57

	
	3DPI-26 rep-1
	35.92
	30.07
	33.68

	
	3DPI-26 rep-2
	35.44
	30.60
	33.42

	
	3DPI-26 rep-3
	35.64
	30.96
	33.58

	
	3DPI-29 rep-1
	35.55
	30.12
	33.32

	
	3DPI-29 rep-2
	35.59
	30.47
	33.66

	
	3DPI-29 rep-3
	35.15
	30.37
	34.01

	9 DPI
	9DPI-3 rep-1
	32.57
	32.29
	33.09

	
	9DPI-3 rep-2
	32.58
	32.76
	33.11

	
	9DPI-3 rep-3
	32.44
	32.46
	32.81

	
	9DPI-9 rep-1
	33.22
	34.46
	34.03

	
	9DPI-9 rep-2
	32.90
	33.66
	33.60

	
	9DPI-9 rep-3
	34.33
	32.95
	34.25

	
	9DPI-12 rep-1
	33.08
	31.74
	32.34

	
	9DPI-12 rep-2
	33.36
	31.87
	32.76

	
	9DPI-12 rep-3
	33.77
	32.39
	32.88

	
	9DPI-14 rep-1
	32.56
	31.81
	33.07

	
	9DPI-14 rep-2
	31.98
	32.76
	33.00

	
	9DPI-14 rep-3
	31.81
	32.66
	33.55

	
	9DPI-27 rep-1
	30.88
	30.13
	33.93

	
	9DPI-27 rep-2
	30.85
	30.39
	33.27

	
	9DPI-27 rep-3
	30.70
	30.77
	33.72

	
	9DPI-28 rep-1
	34.08
	31.18
	33.55

	
	9DPI-28 rep-2
	34.07
	31.10
	33.46

	
	9DPI-28 rep-3
	34.16
	31.35
	33.00

	17 DPI
	17DPI-2 rep-1
	30.22
	30.28
	33.09

	
	17DPI-2 rep-2
	30.88
	29.86
	33.11

	
	17DPI-2 rep-3
	30.38
	29.62
	32.81

	
	17DPI-5 rep-1
	30.90
	30.44
	34.03

	
	17DPI-5 rep-2
	30.95
	31.10
	33.60

	
	17DPI-5 rep-3
	30.87
	30.70
	34.25

	
	17DPI-10 rep-1
	33.14
	32.77
	32.34

	
	17DPI-10 rep-2
	33.39
	32.47
	32.76

	
	17DPI-10 rep-3
	33.73
	32.56
	32.88

	
	17DPI-17 rep-1
	31.11
	28.93
	33.07

	
	17DPI-17 rep-2
	31.21
	28.86
	33.00

	
	17DPI-17 rep-3
	31.25
	28.00
	33.55

	
	17DPI-20 rep-1
	30.17
	33.47
	33.93

	
	17DPI-20 rep-2
	30.03
	33.03
	33.27

	
	17DPI-20 rep-3
	29.97
	33.27
	33.72

	
	17DPI-23 rep-1
	31.82
	32.77
	33.55

	
	17DPI-23 rep-2
	32.17
	32.36
	33.46

	
	17DPI-23 rep-3
	31.77
	32.84
	33.00













Table S4. Assessment of plasma haemolysis by spectrophotometric measurement of free haemoglobin (A414). Absorbance at 414 nm (A414), corresponding to the haemoglobin Soret band, was measured in four technical replicates for each plasma sample. Mean absorbance values, standard error of the mean (SEM), and coefficient of variation (CV%) are reported. All samples showed A414 values below 0.20, indicating low baseline haemolysis compatible with reliable circulating miRNA analysis.


	group
	sample ID
	rep-1
	rep-2
	rep-3
	rep-4
	average
	SEM
	CV

	CN
	4
	0.052
	0.043
	0.068
	0.060
	0.06
	0.01
	19.23

	
	6
	0.114
	0.131
	0.136
	0.102
	0.12
	0.02
	12.86

	
	11
	0.113
	0.157
	0.108
	0.123
	0.13
	0.02
	17.76

	
	18
	0.160
	0.150
	0.145
	0.178
	0.16
	0.01
	9.21

	
	19
	0.122
	0.129
	0.111
	0.132
	0.12
	0.01
	7.55

	
	25
	0.140
	0.152
	0.170
	0.167
	0.16
	0.01
	8.86

	1 dpi
	7
	0.122
	0.113
	0.127
	0.132
	0.12
	0.01
	6.56

	
	8
	0.176
	0.194
	0.170
	0.163
	0.18
	0.01
	7.55

	
	13
	0.157
	0.173
	0.159
	0.173
	0.17
	0.01
	5.26

	
	15
	0.080
	0.096
	0.092
	0.075
	0.09
	0.01
	11.52

	
	16
	0.190
	0.192
	0.198
	0.180
	0.19
	0.01
	3.81

	
	30
	0.173
	0.162
	0.168
	0.200
	0.18
	0.02
	9.57

	3 dpi
	1
	0.147
	0.148
	0.136
	0.126
	0.14
	0.01
	7.43

	
	21
	0.187
	0.187
	0.167
	0.181
	0.18
	0.01
	5.11

	
	22
	0.112
	0.112
	0.113
	0.105
	0.11
	0.00
	3.42

	
	24
	0.135
	0.156
	0.194
	0.187
	0.17
	0.03
	16.37

	
	26
	0.080
	0.080
	0.079
	0.076
	0.08
	0.00
	2.72

	
	29
	0.120
	0.150
	0.139
	0.159
	0.14
	0.02
	11.83

	9 dpi
	3
	0.159
	0.181
	0.150
	0.138
	0.16
	0.02
	11.57

	
	9
	0.121
	0.141
	0.137
	0.161
	0.14
	0.02
	11.75

	
	12
	0.120
	0.156
	0.142
	0.156
	0.14
	0.02
	11.73

	
	14
	0.142
	0.120
	0.108
	0.105
	0.12
	0.02
	14.15

	
	27
	0.127
	0.196
	0.200
	0.192
	0.18
	0.03
	19.35

	
	28
	0.066
	0.066
	0.073
	0.069
	0.07
	0.00
	4.75

	17 dpi
	2
	0.082
	0.086
	0.093
	0.086
	0.09
	0.00
	5.27

	
	5
	0.142
	0.132
	0.153
	0.119
	0.14
	0.01
	10.61

	
	10
	0.141
	0.154
	0.146
	0.162
	0.15
	0.01
	6.11

	
	17
	0.158
	0.184
	0.196
	0.191
	0.18
	0.02
	9.27

	
	20
	0.126
	0.152
	0.147
	0.142
	0.14
	0.01
	7.95

	
	23
	0.121
	0.098
	0.142
	0.142
	0.13
	0.02
	16.69
















Table S5. Ct values obtained for the synthetic RNA spike-in UniSp6 across all plasma samples included in this study. UniSp6 was added during the reverse transcription step according to the manufacturer's protocol and served as an external control to monitor reverse transcription efficiency and detect potential enzymatic inhibition. For each biological sample, three technical replicates were measured. The table reports individual Ct values, mean Ct values and standard deviation (SD) for each sample. Relative RT signal values represent the mean Ct ratio of each experimental group relative to the control group. The low dispersion of Ct values across replicates and the minimal variation between experimental groups indicate high technical consistency of the reverse transcription reactions.


	Group
	Sample
	Ct values
	Average Ct  +/- SD
	Relative RT efficiency (vs control)

	control 
	CN-4 rep-1 
	18.21
	18.04
	1.00

	
	CN-4 rep-2 
	17.89
	+/-
	

	
	CN-4 rep-3 
	18.02
	0.16
	

	
	CN-6 rep-1 
	17.94
	18.17
	

	
	CN-6 rep-2 
	18.14
	+/-
	

	
	CN-6 rep-3 
	18.42
	0.24
	

	
	CN-11 rep-1 
	18.15
	18.14
	

	
	CN-11 rep-2 
	18.03
	+/-
	

	
	CN-11 rep-3 
	18.23
	0.10
	

	
	CN-18 rep-1 
	18.20
	18.06
	

	
	CN-18 rep-2 
	18.10
	+/-
	

	
	CN-18 rep-3 
	17.89
	0.16
	

	
	CN-19 rep-1 
	18.16
	18.05
	

	
	CN-19 rep-2 
	18.14
	+/-
	

	
	CN-19 rep-3 
	17.86
	0.17
	

	
	CN-25 rep-1 
	17.85
	18.07
	

	
	CN-25 rep-2 
	18.13
	+/-
	

	
	CN-25 rep-3 
	18.24
	0.20
	

	1 DPI 
	1DPI-7 rep-1 
	17.96
	18.02
	0.98

	
	1DPI-7 rep-2 
	18.20
	+/-
	

	
	1DPI-7 rep-3 
	17.89
	0.16
	

	
	1DPI-8 rep-1 
	18.26
	18.24
	

	
	1DPI-8 rep-2 
	18.28
	+/-
	

	
	1DPI-8 rep-3 
	18.17
	0.06
	

	
	1DPI-13 rep-1 
	18.13
	18.26
	

	
	1DPI-13 rep-2 
	17.99
	+/-
	

	
	1DPI-13 rep-3 
	18.36
	0.35
	

	
	1DPI-15 rep-1 
	17.96
	18.07
	

	
	1DPI-15 rep-2 
	17.90
	+/-
	

	
	1DPI-15 rep-3 
	18.36
	0.25
	

	
	1DPI-16 rep-1 
	17.99
	18.03
	

	
	1DPI-16 rep-2 
	18.15
	+/-
	

	
	1DPI-16 rep-3 
	17.96
	0.10
	

	
	1DPI-30 rep-1 
	18.19
	18.18
	

	
	1DPI-30 rep-2 
	18.13
	+/-
	

	
	1DPI-30 rep-3 
	18.23
	0.05
	

	3 DPI 
	3DPI-1 rep-1 
	18.11
	18.10
	0.99

	
	3DPI-1 rep-2 
	17.95
	+/-
	

	
	3DPI-1 rep-3 
	18.23
	0.14
	

	
	3DPI-21 rep-1 
	18.11
	18.04
	

	
	3DPI-21 rep-2 
	18.02
	+/-
	

	
	3DPI-21 rep-3 
	18.00
	0.06
	

	
	3DPI-22 rep-1 
	17.89
	18.26
	

	
	3DPI-22 rep-2 
	18.38
	+/-
	

	
	3DPI-22 rep-3 
	18.51
	0.33
	

	
	3DPI-24 rep-1 
	18.49
	18.31
	

	
	3DPI-24 rep-2 
	18.32
	+/-
	

	
	3DPI-24 rep-3 
	18.11
	0.19
	

	
	3DPI-26 rep-1 
	17.94
	17.90
	

	
	3DPI-26 rep-2 
	17.89
	+/-
	

	
	3DPI-26 rep-3 
	17.88
	0.03
	

	
	3DPI-29 rep-1 
	17.98
	18.02
	

	
	3DPI-29 rep-2 
	18.12
	+/-
	

	
	3DPI-29 rep-3 
	17.96
	0.09
	

	9 DPI 
	9DPI-3 rep-1 
	18.21
	18.08
	0.96

	
	9DPI-3 rep-2 
	17.81
	+/-
	

	
	9DPI-3 rep-3 
	18.23
	0.24
	

	
	9DPI-9 rep-1 
	18.51
	18.36
	

	
	9DPI-9 rep-2 
	18.48
	+/-
	

	
	9DPI-9 rep-3 
	18.10
	0.23
	

	
	9DPI-12 rep-1 
	18.19
	18.20
	

	
	9DPI-12 rep-2 
	18.15
	+/-
	

	
	9DPI-12 rep-3 
	18.25
	0.05
	

	
	9DPI-14 rep-1 
	17.80
	17.90
	

	
	9DPI-14 rep-2 
	17.84
	+/-
	

	
	9DPI-14 rep-3 
	18.07
	0.15
	

	
	9DPI-27 rep-1 
	18.13
	18.14
	

	
	9DPI-27 rep-2 
	18.13
	+/-
	

	
	9DPI-27 rep-3 
	18.16
	0.02
	

	
	9DPI-28 rep-1 
	18.17
	18.20
	

	
	9DPI-28 rep-2 
	18.26
	+/-
	

	
	9DPI-28 rep-3 
	18.17
	0.05
	

	17 DPI 
	17DPI-2 rep-1 
	18.12
	18.12
	1.01

	
	17DPI-2 rep-2 
	18.10
	+/-
	

	
	17DPI-2 rep-3 
	18.13
	0.02
	

	
	17DPI-5 rep-1 
	17.89
	17.94
	

	
	17DPI-5 rep-2 
	17.96
	+/-
	

	
	17DPI-5 rep-3 
	17.98
	0.05
	

	
	17DPI-10 rep-1 
	17.94
	18.14
	

	
	17DPI-10 rep-2 
	18.14
	+/-
	

	
	17DPI-10 rep-3 
	18.34
	0.20
	

	
	17DPI-17 rep-1 
	17.94
	18.03
	

	
	17DPI-17 rep-2 
	17.94
	+/-
	

	
	17DPI-17 rep-3 
	18.21
	0.16
	

	
	17DPI-20 rep-1 
	18.20
	18.19
	

	
	17DPI-20 rep-2 
	18.23
	+/-
	

	
	17DPI-20 rep-3 
	18.14
	0.05
	

	
	17DPI-23 rep-1 
	17.98
	18.02
	

	
	17DPI-23 rep-2 
	17.96
	+/-
	

	
	17DPI-23 rep-3 
	18.12
	0.09
	



