Table S4. Mapping rate of reads to Xuefeng Black-bone chicken genome assembly using BWA
	Reads
	Mapping rate/%
	99.42

	   Genome
	Average sequencing depth/X
	58.35

	
	Coverage/%
	99.82

	
	Coverage at least 4X/%
	99.62

	
	Coverage at least 10X/%
	99.28

	
	Coverage at least 20X/%
	97.51




