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Tengrela: iHH12 Statistic
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Bakaridjan: iHH12 Statistic
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Banfora: iHH12 Statistic
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Gaoua: iHH12 Statistic
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Tiassale: iHH12 Statistic
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Tiefora: iHH12 Statistic
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VK7: iHH12 Statistic
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