Table S3 Genomes of whitefly hosts and secondary symbionts analyzed in this study.
	Organism
	Accession number
	Assembly level
	Genome size (bp)

	Bemisia tabaci MEAM1
	GCF_001854935
	Scaffold
	615,017,152

	Trialeurodes vaporariorum
	GCA_011764245
	Scaffold
	787,484,423

	Arsenophonus of Aleurodicus floccissimus
	OUND00000000
	Scaffold
	3,001,875

	Arsenophonus of B. tabaci AsiaII3
	MASH01000000
	Scaffold
	2,328,823

	Arsenophonus of B. tabaci MED
	GCF_902713415
	Scaffold
	1,860,497

	Arsenophonus of T. vaporariorum
	UFQR01000000
	Scaffold
	3,080,016

	Hamiltonella of B. tabaci MEAM1
	CP016303
	Complete
	1,739,504

	Hamiltonella of B. tabaci MED
	AJLH02000000
	Scaffold
	1,800,792

	Rickettsia of B. tabaci MEAM1
	AJWD02000000
	Scaffold
	1,221,534

	Rickettsia of B. tabaci AsiaII7
	NVXZ01000000
	Scaffold
	1,117,166

	Wolbachia of A. dispersus
	OUNE01000000
	Scaffold
	1,244,696

	Wolbachia of A. floccissimus
	OUNF00000000
	Scaffold
	1,239,495
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