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	Next-generation sequencing platform
	Third-generation sequencing platform

	Clean reads 
	Clean bases (bp)
	Q20 (%)
	Q30 (%)
	GC (%)
	Total pass reads
	Total pass bases (bp)
	Mean length (bp)
	N50 length (bp)

	69,845,590
	20,953,677,000
	97.29
	92.26
	36.47
	3,992,035
	35,737,713,859
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