Table S3 Gene and ORF content of the F. unibracteata mitogenome
	Chromosome
	Length (bp)
	GC content (%)
	Genes
	ORF

	Chr 1
	82,085
	45
	rps4, trnM-CAT, trnE-TTC, nad7, ccmC
	ORF2, ORF10, ORF46, ORF118, ORF119, ORF160, ORF161, ORF208, ORF216, ORF298, ORF302, ORF524, ORF528

	Chr 2
	54,256
	45.44
	nad5 (trans splicing), nad1 (trans splicing), matR
	ORF14, ORF69, ORF191, ORF311

	Chr 3
	53,183
	45.5
	nad9
	

	Chr 4
	51,059
	44.58
	nad4L, atp4, cox1
	ORF15, ORF39, ORF72, ORF94, ORF95

	Chr 5
	49,108
	45
	rrn26, rpl10, nad6, trnM-CAT, trnI-TAT
	ORF75, ORF150, ORF234, ORF274

	Chr 6
	46,791
	44.83
	cox2, nad1 (trans splicing), rps10
	ORF87, ORF189

	Chr 7
	46,463
	45.1
	ccmFn, trnW-CCA
	ORF96, ORF288, ORF303

	Chr 8
	44,009
	45.24
	nad4
	ORF195, ORF261

	Chr 9
	40,776
	45.09
	rrn5, rrn18
	ORF103

	Chr 10
	37,479
	44.6
	ATP1, ATP9, trnC-GCA
	

	Chr 11
	36,334
	44.63
	ccmB
	ORF306, ORF423

	Chr 12
	36,005
	44.68
	atp6
	ORF82, ORF187

	Chr 13
	34,878
	45.49
	rps13,nad1 (trans splicing)
	ORF134

	Chr 14
	33,065
	44.56
	nad5 (trans splicing), trnM-CAT
	ORF103, ORF120

	Chr 15
	31,508
	45.75
	nad3, rps3, rps12, rpl2, rpl16, rps19
	ORF100

	Chr 16
	31,057
	44.53
	mttB, trnM-CAT
	ORF84, ORF85

	Chr 17
	30,825
	45.11
	nad6, trnN-GTT, trnD-GTC, trnM-CAT, cob
	

	Chr 18
	30,085
	44.58
	ATP8, ATP9
	ORF71, ORF169

	Chr 19
	29,006
	45.21
	nad5 (trans splicing), trnK-TTT
	ORF70, ORF100, ORF144

	Chr 20
	25,664
	45.99
	ccmFc,
nad1 (trans splicing)
	ORF98

	Chr 21
	22,894
	44.07
	nad2
	

	Chr 22
	18,718
	45.58
	cox3, trnQ-TTG
	ORF300, ORF315, ORF336



