Additional file 2: Chromosomal landmarks along mitotic chromosomes support mostly
hypothesis (ll) but are not conclusive. The number of chromosomes with major, moderate,
minor, and no signals was counted for B. corolliflora, B. lomatogona and B. macrorhiza (A).
Depending on each hypothesis for B. corolliflora’s emergence, the expected counts were deduced
(B) and the variance between observed and expected was calculated (C). The average variance

between observed and expected for each hypothesis is given in (D).
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