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Supplementary Information Figure

[image: Fig. S1]
[bookmark: _GoBack]Fig. S1 Evaluation of real-time qPCR performance and viral replication kinetics. (a) Linear standard curve plotting Cq values against log initial template copy numbers (y=-3.344x+31.961, R2 = 0.999). (b) Amplification curves of the 10-fold serially diluted plasmid standards. (c) Dissociation (melting) curve analysis showcasing a highly specific, sharp single peak at approximately 85°C without primer-dimers or non-specific products. (d) Multi-step growth curve tracing the dynamic viral replication kinetics over 7 consecutive days, demonstrating a peak load on day 4 post-infection.
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