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[bookmark: _GoBack]Supplementary Figure Cumulative effects and pyramiding patterns of favorable alleles for kernel protein content across three maize DH populations. A Linear regression analysis demonstrating significant positive correlations between the frequency of favorable alleles (combining both additive QTLs and epistatic loci) and kernel protein content (%) in C8804, C8805 and C8806. Red lines denote fitted linear regression trends, and gray shaded areas represent 95% confidence intervals. B Haplotype compositions of representative high-protein DH lines across the three populations, illustrating the pyramiding of favorable alleles at main-effect QTLs and epistatic interaction loci. Red boxes with plus signs (+) indicate the presence of favorable alleles, whereas green boxes with minus signs (-) indicate the absence of favorable alleles. "No." represents the total number of favorable loci stacked in each line.
 






2

3

image1.tiff
.

|
.

. .
. .

I
D
.

. D





