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Supplementary Figure 2.

(A). Analysis of DC subsets from acute and convalescent COVID-19 individuals classified as groups based on days since RT-

PCR confirmation. The frequencies of DC subsets (pDC and mDC) are shown with a preferred model for the best fit curve. (B).

Analysis of Type I Interferons (IFNoa and IFNf) from acute and convalescent COVID-19 individuals classified as groups based

on days since RT-PCR confirmation. The circulating levels of IFNa and IFNf3 are shown with a preferred model for the best fit

curve (C). Analysis of Type III Interferons (IFNA1, IFNA2 and IFNA3) from convalescent COVID-19 individuals classified as

groups based on days since RT-PCR confirmation. The data are represented as scatter plots with each circle representing a single

individual. p values were calculated using the Kruskal-Wallis test with Dunn’s post-hoc for multiple comparisons.



