[image: 结果图]
Figure S1. Immunofluorescence staining of Tregs (CD4+FoxP3+) in tumor tissues of mice. A. Representative immunofluorescence images. B. C3G intervention reduced the proportion of Tregs to CD4+ T cells in tumor tissues of mice(**P < 0.01, Student's t-test, n=5).
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Figure S2. C3G decreased the proportion of Tregs among CD4+ T cells co-cultured with RPMI-8226 cells (*P < 0.05, ****P < 0.0001, One-way ANOVA, n=3).
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Figure S3. Enrichment plots of GO biological process were identified through GSEA. A. Representative up-regulated group. B. Representative down-regulated group.
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Figure S4. Enrichment plots of GO cellular component were identified through GSEA. A. Representative up-regulated group. B. Representative down-regulated group.
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Figure S5. Enrichment plots of GO molecular function were identified through GSEA. A. Representative up-regulated group. B. Representative down-regulated group.
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Figure S6. Enrichment plots for key KEGG pathways highlighted in the up-regulated group (A) and down-regulated group (B).
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Figure S7. C3G intervention did not affect the transcription level of CD38 in CD4+ T cells. A. RNA-seq; B. Real-time PCR.
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