
Table S4: Classification of the new, unseen H5N1 type sequences. Related to Figure 2D.
	Protein
	HP
	Correct classification
	(%)
	LP
	Correct classification
	(%)
	Total
	Correct classification
	(%)

	HA
	130
	129
	99.2
	5
	5
	100
	135
	134
	99.3

	NA
	104
	104
	100
	4
	4
	100
	108
	108
	100

	M1
	50
	50
	100
	5
	5
	100
	55
	55
	100

	M2
	44
	42
	95.5
	5
	5
	100
	49
	47
	95.9

	NS1
	45
	45
	100
	5
	5
	100
	50
	50
	100

	NS2
	42
	42
	100
	2
	2
	100
	44
	44
	100

	NP
	40
	38
	95
	4
	4
	100
	44
	42
	95.5

	PA
	41
	35
	85.4
	4
	4
	100
	45
	39
	86.7

	PB1
	47
	47
	100
	4
	4
	100
	51
	51
	100

	PB2
	48
	48
	100
	5
	5
	100
	53
	53
	100

	PB1F2
	44
	44
	100
	5
	5
	100
	49
	49
	100
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	Protein
	HP
	Correct classification
	(%)
	LP
	Correct classification
	(%)
	Total
	Correct classification
	(%)

	HA
	48
	48
	100
	162
	161
	99.4
	210
	209
	99.5

	NA
	44
	0
	0
	101
	101
	100
	145
	101
	69.7

	M1
	43
	43
	100
	103
	95
	92.2
	146
	138
	94.5

	M2
	42
	42
	100
	90
	90
	100
	132
	132
	100

	NS1
	45
	2
	4.4
	91
	86
	94.5
	136
	88
	64.7

	NS2
	45
	2
	4.4
	95
	95
	100
	140
	97
	69.3

	NP
	46
	3
	6.5
	97
	80
	82.5
	143
	83
	58

	PA
	45
	44
	97.8
	100
	100
	100
	145
	144
	99.3

	PB1
	45
	45
	100
	97
	96
	99
	142
	141
	99.3

	PB2
	46
	2
	4.3
	101
	96
	95
	147
	98
	66.7

	PB1F2
	41
	1
	2.4
	87
	87
	100
	128
	88
	68.8







