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	Plasmid
	Description
	Origin

	pPM301
	pUC19 derivative containing 22 lac operators (AmpR)
	P.McGlynn (unpublished)

	pACYC184
	Cloning vector (TetR CmR)
	[1]

	pJB32
	Donor plasmid for gene doctoring used for inserting plac GFP onto the chromosome adjacent to araBAD (KanR AmpR)
	[2]

	pCP20
	Temperature sensitive plasmid encoding FLP recombinase (AmpR CmR)
	[3]

	pUC19
	Coloning vector (AmpR) 
	[4]

	pUCMal20
	pUC19 containing 20 MalI DNA sites (AmpR)
	This study

	pmCherry-N1
	Plasmid carrying mCherry 
	ClonTec

	pJW15Δ100
	Plasmid for fusing genes to the melR promoter (AmpR) 
	[5]

	pACYCMalI
	Derivative of pACYC184 containing malI
	[6]

	pLER101
	Derivative of pACYC184 containing LacI fused to GFP under the control of the lacI promoter (CmR)
	[7]

	pLER104
	Derivative of pLER101 containing MalI fused to mCherry  under the control of the malI promoter
	This study

	pLER105
	Derivative of pJW15 containing MalI::mCherry fused to melR promoter
	This study

	pLER108
	Derivative of pLER105 containing MalI fused to mCherry under the control of the melR promoter
	This study

	pLR8
	Derivative of pJB32 containing 22 lac operators and homology regions for insertion adjacent to araBAD
	This study


	pLR19
	Derivative of pJB32 containing 20 MalI binding sites and homology regions for insertion adjacent to araBAD
	This study

	pLR25
	Derivative of pJB32 containing 22 lac operators and homology regions for insertion adjacent to araJ
	This study


	pLR24
	Derivative of pJB32 containing 22 MalI binding sites and homology regions for insertion adjacent to araJ
	This study


	pLR17
	Derivative of pJB32 containing 20 MalI binding sites and homology regions for insertion adjacent to araFGH
	This study

	pSB6
	Derivative of pJB32 containing 22 lac operators and homology regions for insertion adjacent to dps
	This study
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