Phylum

Actinobacteria
Bactercidetes
Cyanobacteria
™7
Deferribacteres
Tenericutes
Firmicutes
Proteobacteria
Verrucomicrobia

Class

Actinobacteria
Betaproteobacteria
Bacilli
Verrucomicrobiae
Gammaprotecbacteria
Coriobacteriia
Deferribacteres
Deltaprotecbacteria
Mollicutes

Clostridia

Bacteroidia
Erysipelotrichi
Cyanobacteria 4C0d-2
Alphaproteobacteria
TM7-3

Additional File 16. Heat maps based on the correlation between the relative abundance of the microbiome at different taxonomic ranks
and the metabolome

Order

Actinomycetales
Pseudomonadales
Erysipelotrichales
Rhizobiales
Sphingomonadales
Bifidobacteriales
Burkholderiales
Bacillales
Lactobacillales
Verrucomicrobiales
Enterobacteriales
Coriobacteriales
Mollicutes RF39
Bacteroidales
Cyanobacteria YS2
Alphaprotecbacteria RF32
TM7 CW040
Deferribacterales
Desulfovibrionales
Turicibacterales
Anaeroplasmatales
Clostridiales

Lol T +1.0

Correlation coefficient




Family

Cerynebacteriaceae
Staphylococcaceae
Sphingomonadaceae
Thermeoactinomycetaceae
Bartonellaceas
Erysipelctrichaceae
Turicibacteraceae
Anaercplasmataceas
Jonesiaceae
Planococcaceas
Streptococcaceae
Microbacteriaceae
Moraxellaceae
Bacillaceae
Bradyrhizobiaceae
Pseudomonadaceas
Paenibacillaceas
Lactobacillaceas
Bacteroidaceas
Verrucomicrobiaceas
Porphyromenadaceae
Clostridiaceas
Peptostreptococcaceae
Bifidobacteriaceas
Alcaligenaceas
Rikenellaceae
Enterococcaceae
Entercbacteriacease
Lachnospiraceae
Coricbacteriaceas
Ruminococcaceae
Bacteroidales 524-7
Christensenellaceas
Dehalobacteriaceas
Peptococcaceae
Eubacteriaceae

TM7 F16
Prevotellaceae
Deferribacteraceas
Desulfovibrionaceae

Additional file 16 (continued). Heat maps based on the correlation between the relative abundance of the microbiome at different
taxonomic ranks and the metabolome
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Genus

Corynebacterium
Microbacterium
Acinetobacter
Curtobacterium
Vagococcus
Bacillus
Clostridiaceas SMB53
Morganella
Bradyrhizobium
Pseudomonas
Bifidobacterium
Sutterella
Lactobacillus
Paenibacillus
Clostridium
Blautia
Marvinbryantia
Bacteroi
Akkermansia
Parabactercides
Clostridium ¥VIIT
Enterococcus
Proteus
Clostridium XTI
Enterobacter
Trabulsiella
Jonesia
Lactococcus
Candidatus Arthromitus
Jectgalicoccus
Thermoactinomyces
Anaerostipes
Staphylococcus
Blastomaonas
Dorea
Eslc_lgtqburl'a

isti
Cop_rgggccm
Pediccoccus
Anaeroplasma
Turicibacter
Clostridiaceas 02d06&
Diesulfovibrio
Atopobium

Pe|
Coprobacillus
ribacter
Rikenellaceas AF12
Bilophila
Butyricicoccus
Allobaculum
Adlercreutzia
Cscillospira
Ruminococcus
Diehalobacterium
Anaerofustis
Prevotella
Mucispirillum




