Additional file 2. The details of Amino acid mutation in GyrA and GyrB in S. Pullorum isolates in this study.
(a) The amino acid sequence in GyrA from 52 to 152 (QRDR) in wild type and mutant.
Original sequences in wild type:
MNVLGNDWNKAYKKSARVVGDVIGKYHPHGDSAVYDTIVRMAQPFSLRYMLVDGQGNFGSIDGDSAAAMRYTEIRLAKIAHELMADLEKETVDFVDNYDGT
Asp87Gly substitution in WX46、WX47 and WH59 strains:
[bookmark: _GoBack]MNVLGNDWNKAYKKSARVVGDVIGKYHPHGDSAVYGTIVRMAQPFSLRYMLVDGQGNFGSIDGDSAAAMRYTEIRLAKIAHELMADLEKETVDFVDNYDGT
(b) The amino acid sequence in GyrB from 359 to 507 in wild type and mutant. 
Original sequence in wild type:
EYLLENPSDAKIVVGKIIDAARAREAARRAREMTRRKGALDLAGLPGKLADCQERDPALSELYLVEGDSAGGSAKQGRNRKNQAILPLKGKILNVEKARFDKMLSSQEVATLITALGCGIGRDEYNPDKLRYHSIIIMTDADVDGSHIR
Leu451Ile substitution in WX46 strian:
EYLLENPSDAKIVVGKIIDAARAREAARRAREMTRRKGALDLAGLPGKLADCQERDPALSELYLVEGDSAGGSAKQGRNRKNQAILPLKGKIINVEKARFDKMLSSQEVATLITALGCGIGRDEYNPDKLRYHSIIIMTDADVDGSHIR

