Additional file 2: Table S2. Genotypes D (synonyms: CEbC, MJ10-12, NCF7, Peru9, PigEBITS9, PtEb VI, SHW1and WL8) and genotype PtEb IX (synonyms: eb52 and EntcanA) of Enterocytozoon bieneusi recorded in different host species, food and water samples from previous publications

	Geno-type
	GenBank ID
	Origin
	Latin name
	Country
	Refer-ence

	D
	KT943972
	Chicken
	Gallus gallus domesticus
	Brazil
	[1]

	D
	AF101200
	Common crane
	Grus grus
	China
	[2]

	D
	AF101200
	Exotic bird
	NA
	Iran
	[3]

	D
	DQ793213
	Gyr–Peregrine falcon
	Falco rusticolus X Falco cherrug
	Abu Dubai
	[4]

	D
	DQ793213
	Gyrfalcon
	Falco rusticolus
	Abu Dubai
	[4]

	D
	DQ793213
	Lanner falcon
	Falco biarmicus
	Abu Dubai
	[4]

	D
	DQ793213
	Peregrine falcon
	Falco peregrinus
	Abu Dubai
	[4]

	D
	JF776168
	Pigeon
	NA
	Iran
	[5]

	D
	AF101200
	Red-crowned crane Grus japonensis
	China
	[2]

	D
	KT267295
	Red-headed lovebird 
	Agapornis pullarius
	China
	[6]

	D
	KX375799
	Rook
	Corvus frugilegus
	Poland
	[7]

	D
	KY012355
	Swan goose
	Anser cygnoides
	Brazil
	[8]

	D
	KC860906
	Alpaca
	Vicugna pacos
	Peru
	[9]

	D
	KC860936
	Alpaca
	Vicugna pacos
	Peru
	[9]

	D
	KT750166
	Arctic fox
	Vulpes lagopus
	China
	[10]

	D
	AF101200
	Arctic fox
	Vulpes lagopus
	China
	[11]

	D
	KX423961
	Asian golden cat
	Catopuma temminckiiChina
	[12]

	D
	AF101200
	Asiatic black bear
	Ursus thibetanus
	China
	[13]

	D
	KR062135
	Bank vole
	Myodes glareolus
	Poland
	[14]

	D
	KJ728787
	Bornean orangutan   Pongo pygmaeus
	China
	[15]

	D
	AF101200
	Bornean orangutan   Pongo pygmaeus
	China
	[16]

	D
	AF101200
	Bornean orangutan   Pongo pygmaeus
	Indonesia
	[17]

	D
	AF101200
	Brown rat
	Rattus norvegicus
	China
	[18]

	D
	AF023245
	Brown rat
	Rattus norvegicus
	China
	[19]

	D
	AF101200
	Cat
	Felis catus
	Thailand
	[20]

	D
	KJ668727
	Cat
	Felis catus
	China
	[21]

	D
	AF101200
	Cat
	Felis catus
	China
	[22]

	D
	KF305583
	Cat
	Felis catus
	China
	[23]

	D
	KF383393
	Cat
	Felis catus
	Czech Republic
	[24]

	D
	KF675191
	Cattle
	Bos taurus
	Argentina
	[25]

	D
	JQ923453
	Cattle
	Bos taurus
	South Africa   [26]

	D
	AF101200
	Cattle
	Bos taurus
	China
	[27]

	D
	AF101200
	Cattle
	Bos taurus
	China
	[28]

	D
	KT984496
	Cattle
	Bos taurus
	Brazil
	[29]

	D
	AF101200
	Cattle
	Bos taurus
	Iran
	[30]

	D
	KU531574
	Cattle
	Bos taurus
	China
	[31]

	D
	MF410396
	Common chipmunk Eutamias asiaticus
	China
	[32]

	D
	KJ668727
	Dog
	Canis familiaris
	China
	[21]

	D
	AF101200
	Dog
	Canis familiaris
	China
	[22]

	D
	KF305583
	Dog
	Canis familiaris
	China
	[23]

	D
	AF101200
	Dog
	Canis familiaris
	Poland
	[33]

	D
	KU557672
	Donkey
	Equus africanus asinus
	China
	[34]

	D
	KT325924
	European rabbit
	Oryctolagus cuniculus
	China
	[35]

	D
	AF023245
	Fox
	NA
	Spain
	[36]

	D
	AF101200
	Giant panda
	Ailuropoda melanoleuca
	China
	[37]

	D
	KY950534
	Giant panda
	Ailuropoda melanoleuca
	China
	[38]

	D
	AF101200
	Goat
	Capra aegagrus hircus
	China
	[39]

	D
	KP262379
	Goat
	Capra aegagrus hircus
	China
	[40]

	D
	KJ728787
	Golden monkey
	Cercopithecus kandti China
	[15]

	D
	KM591955
	Golden snub-nosed monkey
	Rhinopithecus roxellana 
	China
	[41]

	D
	KM591956
	Golden snub-nosed monkey
	Rhinopithecus roxellana 
	China
	[41]

	D
	KU852470
	Golden snub-nosed monkey
	Rhinopithecus roxellana
	China
	[12]

	D
	KU604932
	Golden snub-nosed monkey
	Rhinopithecus roxellana
	China
	[42]

	D
	AF101200
	Golden snub-nosed monkey
	Rhinopithecus roxellana
	China
	[16]

	D
	AF101200
	Golden takin
	Budorcas taxicolor bedfordi
	China
	[43]

	D
	KJ728787
	Green monkey
	Chlorocebus sabaeus China
	[15]

	D
	AF101200
	Green monkey
	Chlorocebus sabaeus China
	[16]

	D
	KJ728787
	Hamadryas baboon  Papio hamadryas
	China
	[15]

	D
	KM591953
	Hamadryas baboon  Papio hamadryas
	China
	[41]

	D
	KM591954
	Hamadryas baboon  Papio hamadryas
	China
	[41]

	D
	AF101200
	Hamadryas baboon  Papio hamadryas
	China
	[16]

	D
	KT267281
	Hippopotamus
	Hippopotamus amphibious
	China
	[6]

	D
	AF101200
	Horse
	Equus ferus caballus  
	Czech Republic
	[44]

	D
	GQ406055
	Horse
	Equus ferus caballus  Colombia
	[45]

	D
	KJ941130
	Horse
	Equus ferus caballus  Algeria
	[46]

	D
	KU194595
	Horse
	Equus ferus caballus  China
	[47]

	D
	KX276705
	Horse
	Equus ferus caballus  China
	[48]

	D
	AF101200
	House mouse
	Mus musculus domesticus
	Czech–Germany
	[49]

	D
	AF101200
	Human
	Homo sapiens
	Nigeria
	[50]

	D
	AF101200
	Human
	Homo sapiens
	Malawi
	[51]

	D
	AF101200
	Human
	Homo sapiens
	Netherlands
	[51]

	D
	AF101200
	Human
	Homo sapiens
	Cameroon
	[52]

	D
	AF101200
	Human
	Homo sapiens
	Gabon
	[52]

	D
	AF101200
	Human
	Homo sapiens
	Vietnam
	[53]

	D
	AF101200
	Human
	Homo sapiens
	Portugal
	[54]

	D
	JQ923453
	Human
	Homo sapiens
	India
	[55]

	D
	AF101200
	Human
	Homo sapiens
	Thailand
	[56]

	D
	JQ029731
	Human
	Homo sapiens
	China
	[57]

	D
	JX994272
	Human
	Homo sapiens
	China
	[58]

	D
	JF927954
	Human
	Homo sapiens
	Brazil
	[59]

	D
	AF101200
	Human
	Homo sapiens
	Iran
	[60]

	D
	AF101200
	Human
	Homo sapiens
	England
	[61]

	D
	AF101200
	Human
	Homo sapiens
	Nigeria
	[62]

	D
	AF101200
	Human
	Homo sapiens
	Thailand
	[63]

	D
	AF023245
	Human
	Homo sapiens
	Russia
	[64]

	D
	AF101200
	Human
	Homo sapiens
	Russia
	[64]

	D
	DQ793213
	Human
	Homo sapiens
	Russia
	[64]

	D
	AF101200
	Human
	Homo sapiens
	Czech Republic
	[65]

	D
	AF101200
	Human
	Homo sapiens
	Tunisia
	[66]

	D
	AF101200
	Human
	Homo sapiens
	Thailand
	[67]

	D
	KF261748
	Human
	Homo sapiens
	Uganda
	[68]

	D
	KF261751
	Human
	Homo sapiens
	Uganda
	[68]

	D
	KF261779
	Human
	Homo sapiens
	Uganda
	[68]

	D
	KF261814
	Human
	Homo sapiens
	Uganda
	[68]

	D
	KF261858
	Human
	Homo sapiens
	Uganda
	[68]

	D
	KF261889
	Human
	Homo sapiens
	Uganda
	[68]

	D
	KF261906
	Human
	Homo sapiens
	Uganda
	[68]

	D
	KF261907
	Human
	Homo sapiens
	Uganda
	[68]

	D
	KF261955
	Human
	Homo sapiens
	Uganda
	[68]

	D
	KF261957
	Human
	Homo sapiens
	Uganda
	[68]

	D
	KF261980
	Human
	Homo sapiens
	Uganda
	[68]

	D
	JX683802
	Human
	Homo sapiens
	Nigeria
	[69]

	D
	KJ700425
	Human
	Homo sapiens
	Iran
	[70]

	D
	KJ700427
	Human
	Homo sapiens
	Iran
	[70]

	D
	KJ700429
	Human
	Homo sapiens
	Iran
	[70]

	D
	KJ700430
	Human
	Homo sapiens
	Iran
	[70]

	D
	KJ700434
	Human
	Homo sapiens
	Iran
	[70]

	D
	AF101200
	Human
	Homo sapiens
	Iran
	[71]

	D
	AF101200
	Human
	Homo sapiens
	Poland
	[72]

	D
	JQ029731
	Human
	Homo sapiens
	China
	[73]

	D
	AF101200
	Human
	Homo sapiens
	Thailand
	[74]

	D
	KY066465
	Human
	Homo sapiens
	China
	[75]

	D
	AF101200
	Human
	Homo sapiens
	Thailand
	[76]

	D
	AF101200
	Human
	Homo sapiens
	France
	[77]

	D
	AF023245
	Human
	Homo sapiens
	Poland
	[78]

	D
	JQ923453
	Human
	Homo sapiens
	Nigeria
	[79]

	D
	AF101200
	Human
	Homo sapiens
	Congo
	[80]

	D
	KJ728787
	Hussar monkey
	Erythrocebus patas
	China
	[15]

	D
	AF101200
	Hussar monkey
	Erythrocebus patas
	China
	[16]

	D
	KJ728787
	King colobus
	Colobus polykomos
	China
	[15]

	D
	AF101200
	King colobus
	Colobus polykomos
	China
	[16]

	D
	KT267298
	Lion
	Panthera leo
	China
	[6]

	D
	KU852469
	Lion
	Panthera leo
	China
	[12]

	D
	AF101200
	Long-tailed chinchilla
	Chinchilla lanigera
	China
	[81]

	D
	KF305583
	Long-tailed macaque
	Macaca fascicularis
	China
	[82]

	D
	DQ683755
	Long-tailed macaque
	Macaca fascicularis
	China
	[83]

	D
	MF476879
	Long-tailed macaque
	Macaca fascicularis
	China
	[84]

	D
	AF101200
	Long-tailed macaque
	Macaca fascicularis
	China
	[16]

	D
	AF101200
	Mouse
	Mus musculus musculus
	Czech–Germany
	[49]

	D
	AF101200
	North American river otter
	Lontra canadensis 
	USA
	[85]

	D
	KJ728787
	Northern white-cheeked gibbon
	Nomascus leucogenys
	China
	[15]

	D
	KX423961
	Northern white-cheeked gibbon
	Nomascus leucogenys
	China
	[12]

	D
	KX905211
	Northern white-cheeked gibbon
	Nomascus leucogenys
	China
	[86]

	D
	AF101200
	Northern white-cheeked gibbon
	Nomascus leucogenys
	China
	[16]

	D
	DQ683751
	Olive baboon
	Papio anubis
	Kenya
	[87]

	D
	KJ728787
	Olive baboon
	Papio anubis
	China
	[15]

	D
	KU852471
	Olive baboon
	Papio anubis
	China
	[12]

	D
	AF101200
	Olive baboon
	Papio anubis
	China
	[16]

	D
	AB470282
	Pig
	Sus scrofa domesticusJapan
	[88]

	D
	AF101200
	Pig
	Sus scrofa domesticusChina
	[89]

	D
	JF776168
	Pig
	Sus scrofa domesticusChina
	[90]

	D
	AF101200
	Pig
	Sus scrofa domesticusUSA
	[91]

	D
	AF101200
	Pig
	Sus scrofa domesticus 
	Czech Republic
	[92]

	D
	AF101200
	Pig
	Sus scrofa domesticusThailand
	[76]

	D
	MG183822
	Pig
	Sus scrofa domesticusChina
	[93]

	D
	KY495656
	Pig
	Sus scrofa domesticusChina
	[94]

	D
	AF023245
	Rabbit
	NA
	Spain
	[36]

	D
	KU852472
	Raccoon
	Procyon lotor
	China
	[12]

	D
	AF101200
	Raccoon dog
	Nyctereutes procyonoides
	China
	[95]

	D
	KU847361
	Raccoon dog
	Nyctereutes procyonoides
	China
	[96]

	D
	AF101200
	Raccoon dog
	Nyctereutes procyonoides
	China
	[11]

	D
	AF101200
	Red fox
	Vulpes vulpes
	China
	[95]

	D
	AF101200
	Red-bellied tree squirrel
	Callosciurus erythraeus
	China
	[97]

	D
	AB470282
	Rex rabbit
	NA
	China
	[98]

	D
	KF305583
	Rhesus macaque
	Macaca mulatta
	China
	[82]

	D
	AF023245
	Rhesus macaque
	Macaca mulatta
	England
	[99]

	D
	KJ728787
	Rhesus macaque
	Macaca mulatta
	China
	[15]

	D
	KM591957
	Rhesus macaque
	Macaca mulatta
	China
	[41]

	D
	KM591958
	Rhesus macaque
	Macaca mulatta
	China
	[41]

	D
	KM591959
	Rhesus macaque
	Macaca mulatta
	China
	[41]

	D
	KM591960
	Rhesus macaque
	Macaca mulatta
	China
	[41]

	D
	KM591961
	Rhesus macaque
	Macaca mulatta
	China
	[41]

	D
	KM591962
	Rhesus macaque
	Macaca mulatta
	China
	[41]

	D
	KX905208
	Rhesus macaque
	Macaca mulatta
	China
	[86]

	D
	KX905209
	Rhesus macaque
	Macaca mulatta
	China
	[86]

	D
	KX905210
	Rhesus macaque
	Macaca mulatta
	China
	[86]

	D
	AF101200
	Rhesus macaque
	Macaca mulatta
	China
	[16]

	D
	MF693831
	Sambar deer
	Rusa unicolor
	Australia
	[100]

	D
	AF101200
	Sheep
	Ovis aries
	China
	[39]

	D
	KT267294
	Siberian tiger
	Panthera tigris altaica
	China
	[6]

	D
	KX383624
	Sika deer
	Cervus nippon
	China
	[101]

	D
	KR062136
	Striped field mouse Apodemus agrarius
	Poland
	[14]

	D
	KR062137
	Striped field mouse Apodemus agrarius
	Poland
	[14]

	D
	AF101200
	Sumatran orangutanPongo abelii
	Indonesia
	[17]

	D
	KJ469969
	Western lowland gorilla 
	Gorilla gorilla gorilla
	Rwanda
	[102]

	D
	KF305583
	White-headed langur
	Trachypithecus poliocephalus
	China
	[82]

	D
	KF383389
	Wild boar
	Sus scrofa
	Austria
	[103]

	D
	KF383390
	Wild boar
	Sus scrofa
	Czech Republic
	[103]

	D
	KF383391
	Wild boar
	Sus scrofa
	Czech Republic
	[103]

	D
	KF383392
	Wild boar
	Sus scrofa
	Czech Republic
	[103]

	D
	KF383393
	Wild boar
	Sus scrofa
	Czech Republic
	[103]

	D
	KF383394
	Wild boar
	Sus scrofa
	Slovak Republic
	[103]

	D
	KF383395
	Wild boar
	Sus scrofa
	Czech Republic
	[103]

	D
	KX670582
	Wild boar
	Sus scrofa
	China
	[104]

	D
	KR062138
	Yellow necked mouse
	Apodemus flavicollis
	Poland
	[14]

	D
	KR062139
	Yellow necked mouse
	Apodemus flavicollis
	Poland
	[14]

	CEbC
	EF139197
	Cattle
	Bos taurus
	Korea
	[105]

	CEbC
	EF139197
	Cattle
	Bos taurus
	Korea
	[106]

	MJ10
	MF522191
	Asiatic black bear
	Ursus thibetanus
	China
	[13]

	MJ11
	MF522192
	Asiatic black bear
	Ursus thibetanus
	China
	[13]

	MJ12
	MF522193
	Asiatic black bear
	Ursus thibetanus
	China
	[13]

	NCF7
	KT750165
	Arctic fox
	Vulpes lagopus
	China
	[10]

	Peru9
	AY371284
	Human
	Homo sapiens
	Peru
	[107]

	Peru9
	AY371284
	Human
	Homo sapiens
	Peru
	[108]

	Peru9
	AY371284
	Human
	Homo sapiens
	Peru
	[109]

	Peru9
	AY371284
	Human
	Homo sapiens
	Russia
	[64]

	Peru9
	AY371284
	Pig
	Sus scrofa domesticus 
	Czech Republic
	[92]

	PigEBITS9
	AF348477
	Pig
	Sus scrofa domesticusUSA
	[91]

	PtEb VI
	DQ885582
	Dog
	Canis familiaris
	Portugal
	[110]

	WL8
	AY237216
	Human
	Homo sapiens
	Russia
	[64]

	WL8
	AY237216
	Muskrat
	Ondatra zibethicus
	USA
	[111]

	WL8
	AY237216
	North American beaver 
	Castor canadensis
	USA
	[111]

	WL8
	AY237216
	Raccoon
	Procyon lotor
	USA
	[111]

	WL8
	AY237216
	Red fox
	Vulpes vulpes
	USA
	[111]

	D
	MG491315
	Food
	NA
	Iran
	[112]

	D
	MG491319
	Food
	NA
	Iran
	[112]

	D
	MG491325
	Food
	NA
	Iran
	[112]

	D
	AF101200
	Water
	NA
	China
	[113]

	D
	AF101200
	Water
	NA
	China
	[114]

	D
	AF101200
	Water
	NA
	China
	[115]

	D
	AF101200
	Water
	NA
	China
	[116]

	D
	MG491314
	Water
	NA
	Iran
	[112]

	D
	MG491320
	Water
	NA
	Iran
	[112]

	D
	MG491321
	Water
	NA
	Iran
	[112]

	D
	MG491322
	Water
	NA
	Iran
	[112]

	D
	MG491323
	Water
	NA
	Iran
	[112]

	D
	MG491324
	Water
	NA
	Iran
	[112]

	D
	AY371284
	Water
	NA
	China
	[117]

	D
	AF101200
	Water
	NA
	Tunisia
	[118]

	D
	AF023245
	Water
	NA
	Spain
	[119]

	SHW1
	KX190062
	Water
	NA
	China
	[115]

	PtEb IX
	KJ668719
	Cat
	Felis catus
	China
	[21]

	PtEb IX
	 DQ885585 
	Cat
	Felis catus
	Poland
	[33]

	PtEb IX
	DQ885585
	Dog
	Canis familiaris
	Portugal
	[110]

	PtEb IX
	DQ885585
	Dog
	Canis familiaris
	USA
	[59]

	PtEb IX
	KX869922
	Dog
	Canis familiaris
	China
	[120]

	PtEb IX
	AB359946
	Dog
	Canis familiaris
	Japan
	[121]

	PtEb IX
	EU650273
	Dog
	Canis familiaris
	Colombia
	[122]

	PtEb IX
	KJ668719
	Dog
	Canis familiaris
	China
	[21]

	PtEb IX
	DQ885585
	Dog
	Canis familiaris
	China
	[22]

	PtEb IX
	DQ885585
	Dog
	Canis familiaris
	China
	[23]

	PtEb IX
	DQ885585
	Dog
	Canis familiaris
	Poland
	[33]

	PtEb IX
	MG458712
	European badger
	Meles meles
	Spain
	[123]

	PtEb IX
	DQ885585
	Water
	NA
	China
	[113]

	PtEb IX
	DQ885585
	Water
	NA
	China
	[116]

	PtEb IX
	DQ885585
	Water
	NA
	China
	[117]

	eb52
	AF059610
	Cat
	Felis catus
	Poland
	[33]

	EntcanA
	AF059610
	Dog
	Canis familiaris
	Switzerland
	[124]
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