Probability of forming coiled-coil
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Amino acid sequence

HrpN
AAC31644.2

HrpN
AAQ17045.1

HrpN
Q47278.1

HrpN
ABI1598.1

HrpW
CAA74158.1

HrpZ1
AA054904.1

HrpZ1
AAF99292.1

Hrpz
ACO58655.1

HrpZ
ACR46685.1

Hrpw1
AAC62526.1

HopP1
NP_792485.1
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Amino acid sequence

HopAK1
AAOS57557.1

PopAl
CAB58262.1

PopW
ABK32385.1

HpalXoo
ACD56757.1

HpalXoc
AAW59494.2

HpalXac
AE040715.1

HpaGXag
AAP34334.1

HpaXm
ABG36696.1

HpaXcm
ATB17312.1

HpaXpm
ATB17313.1

XopA
AAL78294.1

Additional file 1. Predictions of the probability of forming a Coiled-coil structure of harpin proteins.



