
[image: C:\Users\yu\Desktop\cadC比对1.tif]
[bookmark: _Hlk27576388]Figure S11. Alignment of the putative cadc amino acid sequence (4112, 4803) from 151-6 and 151-25 versus the CadC from S. aureus. Dashes indicate gaps introduced to optimize alignment, asterisk indicate identities, and dots indicate conservative amino acid replacements, semicolons and dots indicate difference and the red arrow represent conserved Cys sites.
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DIANTLGVTIANASHHLRTL YKQG VVNFRKEGKL AL YSLGDEHI RQ IMMI AL AHKKEVKY 120
DIANTVGVTVANASHHLRKL HKQG VVKFRKEGKL AF YSLDDEHIKQ IMML SL AHKKEEKG 119
DIANIIGVTVANASHHLRTLHKQG IVKFRKEGKL AF YSLDDEHI RQ IMMI AL AHKKEVKI 120
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