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Taxa

g_Bifidobacterium
g_Olsenella
g_Bacteroides
f_Bacteroidales BS11 gut group
f_Bacteroidales S24-7 group
g_Barnesiella

g_Parabacteroides
g_Prevotella 1
g_Prevotellaceae others
g_Rikenellaceae RC9 gut group
g_Streptococcus
g_Christensenellaceae R-7 group

g_Acetitomaculum
g_Blautia
g_Butyrivibrio 2
g_Hungatella
g_Lachnoclostridium
g_Lachnospiraceae NK3A20 group

g_Pseudobutyrivibrio
g_Ruminococcus gauvreauii group
f_Ruminococcaceae
g_Sharpea
g_Phascolarctobacterium
f_Veillonellaceae

g_Fusobacterium
f_Succinivibrionaceae
g_Escherichia/Shigella
g_Akkermansia
Others


