
OTU295
OTU530
OTU157
OTU510

OTU2096
OTU590
OTU467
OTU569
OTU367
OTU613
OTU605
OTU742
OTU499

OTU1175
OTU398
OTU410
OTU227

OTU4193
OTU436

OTU2716
OTU629

OTU4345
OTU489
OTU447
OTU302
OTU305
OTU443
OTU444
OTU357
OTU284
OTU116

g_Treponema 2
g_Succinimonas
g_Butyrivibrio 2
g_Rikenellaceae RC9 gut group
g_Fusobacteriales
g_Rikenellaceae RC9 gut group
g_Rikenellaceae RC9 gut group
g_Lachnoclostridium
g_Eubacterium coprostanoligenes group
g_Bacteroidales BS11 gut group Ambiguous taxa
g_Bacteroidales BS11 gut group uncultured rumen bacterium
c_Clostridiales
g_Lachnoclostridium
g_Bacteroides
g_Oscillibacter
g_Ruminiclostridium 5
g_Clostridium sensu stricto 1
g_Bacteroides
g_Lachnospiraceae ND3007 group
g_Prevotella 1
g_Rikenellaceae RC9 gut group
f_Lachnospiraceae
g_Erysipelotrichacea
g_Bacteroidales S24−7 group uncultured bacterium
g_Oscillibacter
g_Erysipelatoclostridium
f_Spirochaetaceae
f_Prevotellaceae
g_Selenomonas 1
g_Butyricicoccus
f_Lachnospiraceae
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